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GeoMx ™ DSP Enables Spatial, High-Plex Protein & RNA Profiling
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Imaging and Profiling in One Assay

L ZION A :

Imaging Reagents '

Profiling Reagents
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Sample Preparation DSP Ready
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GeoMx DSP Enables Spatial, High-Plex Protein & RNA Profiling
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GeoMx Digital Spatial Profiler
Your GPS for Immuno-Oncology
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DSP GeoMx has Numerous Advantages

Multiplex Many analytes on one tissue slice in a single pass

Morphology driven profiling Multi=Analyte High plex spatial analysis of both protein and RNA

Simple counts delivered to you in an elegant

uantitative .
Q integrated software

High resolution Limit of detection down to single cell

Non-destructive Sample is only touched by light

Seamless integration with
current pathology workflow

Throughput Up to 12 sections per day
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Single-molecule Counting of Photocleaved Oligos

Lymphoid Tissue

nCounter Counts
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Single-molecule Counting of Photocleaved Oligos

Lymphoid Tissue
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Flexible and validated content design to fit a range of applications and plex needs

Protein Assay Design
for Immuno-Oncology
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Currently Available 10 Protein Content

GeoMx™ Immune Cell Profiling Panel
Human Protein Core for nCounter®

GeoMx™ |O Drug Target Panel
Human Protein Module for nCounter®

GeoMx™ Immune Activation Status Panel

Human Protein Module for nCounter®

GeoMx™ Immune Cell Profiling Panel
Mouse Protein Core for nCounter®

GeoMx™ |O Drug Target Panel
Mouse Protein Module for nCounter®
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Currently Available 10 RNA Content

GeoMx™ Immune Pathways Panel
Human RNA Core for nCounter®
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Optical Technology Enables Flexible ROI Selection

Mask




Five Unique Profiling Modalities Designed to Interrogate Tissue Samples

Geometric

CD3 PanCK
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PanCK DNA

What is the
expression profile of
distinct biological
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Tumor-TME)?

Rare cell
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a specific cell
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Integrating bulk and spatial profiling technologies for the discover
of RNA and protein biomarkers in muscle invasive bladder cancer

©eCCO

13

Background

~80% of patients with muscle-invasive bladder cancer (MIBC) fail
to respond to immunotherapies.

This suggest existence of complementary immune evasion
mechanisms.

There is a need for comprehensive immune profiling of patient
tumor samples.

Experimental Questions/Goals

Technical evaluation of bulk vs spatial genomics for assessing
tumor microenvironment and defining MIBC molecular subtypes.

Define mechanisms of immune evasion in PPARy9" MIBC.

Evaluate the role of TMB (tumor mutation burden) and tumor
somatic mutations on immune evasion and PPARYy expression.

Establish a solution for comprehensive immune profiling in clinical
samples where tissue is limiting.
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ROI Selection and Segmentation

Auto-segmentation for tumor (Pan-CK+) and Stroma (Pan-CK-)

PPARG!ew, TIShigh example X PPARGhish, TISlow example

Stroma
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GeoMx DPS illustrates Immune Exclusion

« Immune Exclusion demonstrated on both Protein and mRNA level in PPARy" 9" tumors
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Pathway analysis ‘ @ ‘ ' ‘

Whnt signaling is enriched in stromal compartment of PPARy"9" tumors
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Tip for Success

General Tips
- Larger ROI give more robust counts
- 2 samples can be analyzed on 1 slide if they are both mounted within viewing area (white below)

7 ) 777 SIS S
SLIDE // ];] ‘//

. - LABEL BB~ 101 ———12
* Protein Profiling | ekl J‘/
9.5 ——=—

- Robust data achieved with at least 50 cells per ROI

- Visualization Markers Used Successfully: CD45, CD3E, CD8, CD68, CD11c, S100B+HMBA45 (pan-
melanoma), panCK, pan-cadherin, and more (just ask)

RNA Profiling
- Robust profiling achieved with 200 cells per ROI
- Visualization Markers Used Successfully: CD8A, CD3E, CD68, PanCK AE1+AE3, DNAdye (e.g.
Syto13)
- Others may also work but have not been tested

FOR RESEARCH USE ONLY. Not for use in diagnostic procedures. .
17 © 2018-2019 NanoString Technologies, Inc. All rights reserved Nano S t rin q

- - v 9w



DSP GeoMx has Numerous Advantages

Multiplex Many analytes on one tissue slice in a single pass

Morphology driven profiling Multi=Analyte High plex spatial analysis of both protein and RNA

Simple counts delivered to you in an elegant

uantitative .
Q integrated software

High resolution Limit of detection down to single cell

Non-destructive Sample is only touched by light

Seamless integration with
current pathology workflow

Throughput Up to 12 sections per day
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