
It is hard to believe 
that more than three 
months have passed 
since IBC2022 was 
held in Riga, Latvia. 
This issue of the 
Biometric Bulletin 
features an article by 
our Secretary, Henry 
Mwambi (South 
African Region) with 

a summary of the post-conference poll 
of attendees. Several interesting findings 
are highlighted in the article, including 
demographics and other characteristics of 
the conference attendees, as well as their 
opinions about the meeting and sugges-
tions for future IBCs. I will not comment 
on them here, but will encourage you to 
read Henry’s contribution for many inter-
esting details on the feedback received in 
the survey.

Another IBC2022 related topic of broad 
interest to the membership is the avail-
ability of over 80 hours of recorded mate-
rial from various conference sessions. 
IBS Executive Director Peter Doherty 
has coordinated the work of making 
the material available, initially to confer-
ence attendees only at no fee through 
31 December and, very soon, to all IBS 
members at discounted fees and some-
what higher fees for non-members. More 
details will be provided by Peter and the 
IBO, as they progress in making the mate-
rial broadly available.

Planning for IBC2024 (Buenos Aires, 
Argentina) is picking up pace, with the 
Planning Committee having already met 
to discuss the chronogram of activities for 
the conference and how it will organize 

its work moving forward. The committee 
will be meeting monthly till 2024, when 
the frequency of meetings will increase 
to biweekly. A critical decision that will 
need to be made by early next year is the 
choice of the conference venue, as well 
as the locations for several social events 
to take place during IBC2024. A site visit 
of a small subgroup of members of the 
Planning Committee to Buenos Aires is 
being scheduled for early February, with 
the selection of the conference venue 
and social events locations planned to be 
finalized (and announced) shortly after. Stay 
tuned for announcements and news from 
IBC2024 as the planning activities progress.

As 2022 comes closer to an end, we con-
clude the milestone year of the Society’s 
75th Anniversary. Celebratory activities 
took place during the year, with some 
still planned to be held between now 
and early next year. Among the activities 
that have already taken place, I’d like to 
highlight the inaugural presentation of 
the Distinguished Lecture Series (DLS), 
given by Prof. Eric Tchetgen Tchetgen, 
from the University of Pennsylvania in 
the U.S. Over 300 people registered 
for the lecture, a clear indication of the 
great interest it generated. Attendees 
were treated to a wonderful lecture 
by Prof Tchetgen Tchetgen, combining 
aspects of his personal educational and 
professional journey, with a fascinating 
tour of counterfactual thinking in the con-
text of Causal Inference methods. Many 
thanks, on behalf of IBS, to Prof. Tchetgen 
Tchetgen, as well as past-president Louise 
Ryan (Australasian Region) and Jim Todd 
(Tanzanian Region) for developing the 
DLS from ideation to implementation. 
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President’s Corner 
Continued from p. 1

Moving forward, the organization of the DLS is being taken over 
by the Education Committee, under the leadership of its chair, 
Annette Kopp-Schneider (German Region). Stay tuned for the 
announcement of the next DLS presentation, which will be tak-
ing place on 17 January  2023.

Elections for seven of the twelve elected positions in the IBS 
Executive Board (EB) will be under way by the time this issue of 
the Biometric Bulletin has been posted. Six of these positions are 
from EB members who are concluding their respective terms: 
Karen Bandeen-Roche and Joel Greenhouse (both from ENAR), 
Frank Bretz (Austro-Swiss Region), Krista Fischer (Nordic-Baltic 
Region), Tae Rim Lee (Korean Region), and Freedom Gumedze 
(South African Region). Our sincere thanks to all of them for 
their years of great service to the Society – they will be missed 
in the EB, but I am sure they’ll remain engaged with the IBS in 
various forms. The seventh EB member whose replacement will 
be chosen in this year’s election is Iris Pigeot-Kübler (German 
Region), who will be the IBS Incoming President starting in 
January 2023. As an IBS Officer, Iris will continue to be a mem-
ber of the EB, but in a different capacity than she was originally 
elected for. Many thanks to the Nominating Committee and, in 
particular, to its chair, past-president Louise Ryan. 

A piece of good news that I would like to share with all of you 
is the imminent release of the Data Synchronization tool that 
has been under development for several years. This tool, devel-

A glorious year filled with IBS enrichment efforts inclusive of the 
regional activities is still open to us for moving further ahead. 
Looking backward we observe that the IBS 75th year coincided 
with certain special achievements. During this very dynamic year 
we have seen the success of members’ community platform; 
upgradation of the website with added features; the initiation of 
mentorship program and the special lecture series. Apart from 
celebrations during the IBC 2022, the lead role played with spe-
cific contributions by some of the dedicated former Presidents 
deserves gratitude. The Biometric Bulletin of IBS has been trying 
its best to cover reporting of all these events throughout the 
year. The IBS President in his quarterly write-ups to this bulletin 
had regularly been appreciating and acknowledging such major 
contributions. The upcoming reports by the former President 
Louise Ryan, the IBS Secretary, Henry Mwambi and also by the 

From the Editor
Executive Director, Peter Doherty, must attract the interest of 
members in gaining a lot by reading through these.

In this issue the featured articles from both Biometrics and 
JABES have an overview of the wide variety publications in 
offing. This time the software-corner, although a bit longer-one 
and the STRATOS being a bit shorter-one, are valued articles of 
great interest. Once again reporting by more than thirty percent 
regional correspondents speaks a lot about the frequency and 
the promotion of academic events in respective parts of the 
globe.

Ajit Sahai
Biometric Bulletin, Editor

oped by the IBO in close partnership with the German Region, 
will greatly facilitate the synchronization of records between 
the central IBS database and the local databases maintained by 
the regions. The development of this tool has been a substantial 
investment for the Society, one that I am sure will more than 
justify itself though the benefits it will bring to the Society and 
its regions. Stay tuned for upcoming announcements on the 
availability of the tool and how the regions will be able to benefit 
from it. Many people have contributed to getting this tool from 
inception to (close to) deployment, with special thanks going to 
Jürgen Kübler (German Region), Peter Doherty (IBS Executive 
Director), and past-president Louise Ryan.

In closing, I would like to acknowledge the generous donation 
made by the Netherlands Region to the IBS Travel Fund. The 
donation was carried over from the Corsten Fund, created by 
the region with the aim of promoting Biometry in developing 
countries. In keeping with its original goal, the donated funds will 
be used to support travel of students from developing countries 
to IBS conferences, such as the IBC. Our heartfelt thanks to the 
Netherlands Region for their generosity.

José Pinheiro
International Biometric Society President

jcpinheir@gmail.com
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Report on the IBC2022 Post Conference Poll 
Summary: in Riga, Latvia

I am happy to report that the Society held a very successful 
in-person conference in Riga, Latvia, from 8th to 13th July 2022, 
despite challenges related to the COVID-19 pandemic and the 
war in Ukraine. In total close to 500 participants attended the 
conference. This is no doubt an impressive number despite the 
prevailing challenges. As usually is the practice, a post-conference 
poll was conducted to get feedback on a number of aspects about 
the conference. The purpose of this report is to give a summary of 
the findings from the survey.

First, according to the poll, the dominant age groups of those in 
attendance were 25-34, 35-44, 45-54 and 55-64 with a total con-
tribution of over 90%. The 18-24 and 65+ age groups contributed 
less than 10% of respondents. According to the participant’s field of 
occupation the poll suggests that most of the attendees were from 
the academic field with over 90% of the participants in this catego-
ry, while those from industry, government, health care constituted 
5.84% of the respondents while the ‘other’ category represented 
1.17% of the respondents.

There was quite a wide range of areas of specialization. Among 
the most common or popular topics reported by the respon-
dents were Survival Analysis, Epidemiology, Clinical Trials/Cancer 
clinical trials, Regression Modelling, Medical Research, Longitudinal 
Data Analysis/Mixed Effects Models, Causal Inference, Predictive 
Modelling, Bayesian Models, Big Data Analytics. Bioinformatics, 
Multiple Testing and Adjusting for Multiplicity, Missing and Incomplete 
Data, Microarrays and Omics Data, Multistate Models, Spatial and 
Spatio-Temporal Modeling. Note that a respondent could fall into 
more than one area of specialization. Overall, based on the respon-
dents, participants in the conference were either very satisfied or 
satisfied, with the conference (over 95%). The level of satisfaction 
with the three scientific program sessions (invited, oral and Poster 
sessions) was high with most respondents reporting being very sat-
isfied or satisfied. However, there was still a significant proportion 
falling under the neutral and the dissatisfied levels particularly for 
the poster sessions. With regards to levels of preparedness before 
arrival to the conference overall, speakers and poster presenters 
to IBC 2022 reported that they were mostly either very prepared 
or somewhat prepared before arriving in Riga, Latvia.

Regarding the question on the level of satisfaction with the confer-
ence’s special and social programs, it is evident that most partici-
pants were either very satisfied or satisfied. However, there was a 
significant proportion in the neutral category and about 17% in the 
combined categories of dissatisfied and very dissatisfied across all 

the special and social program sessions. Thus, there is an opportuni-
ty to further improve the level of satisfaction with special programs 
among participants at future IBCs. With regards to onsite support 
by the LOC and IBO teams, the results of the survey show that 
the speakers and poster presenters were either very satisfied or 
satisfied with the onsite support at the IBC 2022. There was still 
a considerable proportion of respondents who fell in the neutral 
class and a few dissatisfied thus there is still room to improve in the 
future IBCs.  Responses varied on the question on how useful the 
printed pocket program was, given steps were taken to limit use of 
paper programs, increased use of recyclable materials and expand 
recorded sessions and mobile application offering. There were 
some who felt it was extremely useful while a similar proportion 
felt it was not at all useful. This may thus inform future decisions on 
providing the printed pocket program. There was also a question 
on how easy to use and helpful the IBC website was. Despite a pro-
portion of over 69% of the respondents indicating the website and 
online registration was easy to use and helpful, over 30% fell in the 
neutral and the not helpful and difficult categories. This may suggest 
further enhancements on the website and online registration for 
future IBCs. The level of satisfaction on the use of the mobile app 
seems to have been variable depending on the capability feature 
in question. For accessibility, available information and notification 
system features over 70% of the respondents were either very 
satisfied or satisfied. The respondents were least satisfied regarding 
the networking feature capability of the app. This means for future 
use of the app further enhancements may be desirable. Majority 
of those who participated in the women in statistics showcase 
session liked it with comments such as “nice interaction”, “I felt 
encouraged and not alone”. However, there were a few negative 
ones such as “it was not well organized”, “it was very short, we did 
not have time to talk in groups”. Recommendation: There is room 
for improvement in organizing such a session in future IBCs. For 
those who attended the 75th Anniversary for the IBS Gala dinner, 
the level of satisfaction for the event seems to be varied. About 
68% of the 72 who gave valid responses indicated that they were 
either very satisfied or satisfied with the proceedings. The rest fell 
in the neutral category, dissatisfied or very dissatisfied categories. 
The excursions were extremely popular with over 94% indicating 
that they were either very satisfied or satisfied, an indication that 
the program was highly successful. For pre-conference courses, 
there was overwhelming evidence that the participants were either 
very satisfied or satisfied with delivery of the short courses. None, 
except only one respondent in one of the short courses, indicated 
that he/she was dissatisfied with the short course session attended. 
However, there were several neutrals in all the courses who could 
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not indicate whether they were satisfied or dissatisfied. Finally, 
there was a long list of additional comments in addition to respons-
es given to specific survey questions. Majority of the comments 
were overwhelmingly positive with comments such as great food, 
excellent conference in a challenging environment, the meeting and 
the location was great, I would like to thank the organizers for this 
very nice conference, overall, the program was excellent, Danielle, 
Peter, Alexander and Jenna rock! and many, many more! There were 
a few concerns which include but not exhaustive: provision of the 
paper program next to the app and being stricter with COVID-19 
restrictions including the use of masks. 

Henry Mwambi, IBS Secretary

IBS General Membership Meeting Review
The IBS General Membership Meeting was held on Tuesday, 12 July 
2022 from 16:00-16:30 pm Local Riga Time at the Radisson Blu 
Latvija Conference & Spa Hotel. President José Pinheiro welcomed 
the members in attendance and shared his excitement at being 
back at the IBC in an in-person setting.

José shared comments related to the Society’s stability, while also 
recognizing the challenges that have been faced by the IBS and the 
world at large in past months as planning for this meeting contin-
ued. Still, we were able to meet, and it was a testament to the hard 
work of the Planning Group, the International Program Committee, 
and the local Organizing Committee. He offered special thanks to 
Organizing President Geert Verbeke. Challenges to the Society’s 
current position remain. Later in the meeting, other Officers shared 
their thoughts on what is to come. Joining in the work in 2023 will 
be our new President-Elect Iris Pigeot. José concluded his opening 
statements by saying that, regardless of the challenges we have 
faced and what is projected to take place in the future, the current 
state of the Society is strong.  

Organizing President Geert Verbeke then briefly shared some 
meeting updates, though registration statistics were still changing 
at that time. Early in the registration period, the decision to forego 
a hybrid meeting structure was shared publicly, as a way of encour-
aging members to make plans to attend the meeting in Riga. Though 
local policy and travel restrictions, the threat of unrest in the larger 
region, and other factors contributed to lower than typical regis-
tration figures, there was a groundswell of support from the mem-
bership from those interested in coming together once again. And 
that feedback, and the support from the Board, meant that planning 
for the meeting could continue. A firm statement in early May was 
issued, and registrations began to increase. He shared that there 
was not enough time available in this meeting to share his thanks 
to all of those involved in planning. But they will surely be congrat-
ulated at the Closing Session. He encouraged in-meeting feedback, 
as well as participation in the post-conference survey when issued.

José and Executive Director Peter Doherty then updated those in 
attendance on the adjustments to the Bylaws, which addressed a 
conflict between the Bylaws and the Society’s Policies & Procedures 
Manual when it came to the process of approving new Honorary 
Life members, and which has been approved by the mandated num-
ber of members in an electronic ballot issued prior to this meeting.

The discussion then moved to early career growth. José invited 
all members to consider getting involved in the new Mentorship 
Program. He thanked Tarylee Reddy, who was representing the 

program at this meeting, as well as Past President Louise Ryan and 
the entire program task force for their efforts in launching the 
program in time for this meeting.

José then noted the coming Executive Board election and encour-
aged all voting members of the Society to participate when the 
election was launched later this year.

Treasurer Vicente Núñez-Antón then shared a financial update, 
while also noting that he was very happy to plan for an in-person 
meeting in Riga after also managing the Society’s finances for the 
virtual meeting in Seoul. He added that he is also representing 
Secretary Henry Mwambi at this meeting and will share a few com-
ments related to the membership figures. The Society is fortunate 
to have total net assets of $2,600,000.00 on hand as of the latest 
financial statement. The investment plan was changed approximate-
ly a year and a half ago to move to a more sustainable market 
model, though the Society is experiencing losses much like every-
one else during this market downturn. Vicente also mentioned the 
limited number of income-generating programs that the IBS has 
(membership, events, publications). This means that some degree 
of caution and creativity will be important as the IBS continues to 
move through this current downturn. A small loss was expected 
for this meeting, and a financial analysis related to meeting actual 
income and expenses will be shared with the Board of Directors 
later. In addition to the market downturn, changes in International 
Business Office personnel, adjustments to the current Biometrics 
contract that limits the royalties to the Society (which is of par-
ticular concern and for which a task force has been formed to 
address the issues), and supply chain problems contributed to the 
headwinds facing the membership and the conference this year.

Continuing on, and related to the membership topic, Vicente stated 
that reporting and payments continue to come in from the Regions. 
Most Regions are expected to report by May, and even late report-
ing is expected during the months of October or November. Finally, 
he thanked the former Treasurer, Brad Biggerstaff, for his guidance.

Executive Director Peter Doherty, CAE shared a few remarks 
related to the last 18 months of planning, while also thanking the 
IBS’s leadership and reminding the membership how important it 
was to have strong leadership in place during this period. And finally, 
José mentioned the new 75th anniversary book from Lynne Billard, 
thanked all members for attending, and adjourned the meeting at 
16:32 local time.

The membership will reconvene in Buenos Aires, Argentina in 
December 2024.

Peter Doherty, CAE, Executive Director 

Future Conferences:
XXXII International Biometric Conference (IBC2024)
Early December 2024 - Buenos Aires, Argentina

XXXIII International Biometric Conference (IBC2026)
Northern Hemisphere Summer, 2026 - Seoul, Korea
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Now that the IBC in Riga is behind us, it is time for all IBS mem-
bers to be a part of the celebration of September 6th which is 
considered the official founding of the Society. It happened on 
that day in 1947 at Woods Hole.

Have other anniversary memories? Perhaps the 25th? Or the 
50th? Or perhaps this is your first opportunity to celebrate 
the anniversary, and what the Society means to you and your 
professional career. You are welcome to take part in the “Call 
for Stories” campaign by submitting an interview, photo, or 
e-mail to the Society. Visit https://www.biometricsociety.org/cel-
ebrate-75 and click on the link in the “Call for Stories” section. 
And please contact Courtney Fowler (cfowler@bostrom.com) 
with any questions you may have about the process.

Want to dive deeper into IBS history? 
We have another opportunity for you! 
Those who attended the IBC no doubt 
heard about the new book from 
past president Lynne Billard 
titled History of the International 
Biometric Society. Lynne previewed 
the book and updated the attendees at 
the IBC on her research and the many 
twists and turns it took. She also shared 
how she had “gained a new respect and 
understanding of those academics in the 
arts/humanities who typically wrote one 

book every five years or so”. The book is now available, and 
you can take advantage of free shipping through the publisher, 
Routledge / Taylor & Francis. To find out more, visit https://www.
routledge.com/The-History-of-the-International-Biometric-
Society/Billard/p/book/9781032258669. 

Finally, as a reminder, we are still collecting “fun facts” about the 
IBS and its history. Have something to contribute? Send them 
to cfowler@bostrom.com. We’d love to hear and to share what 
you know!

Be sure to check our next update in the Biometric Bulletin for 
more anniversary news!

Peter Doherty, CAE, Executive Director 

Anniversary Corner

75th Anniversary 
Distinguished Lecture 
Series 
September 12 was an exciting day for IBS this year since we got 
to host the first of what we hope will be a long and successful IBS 
Distinguished Lecture series.  The timing was perfect, coinciding with 
various other celebrations of the 75th anniversary of the founding of 
our Society.  The concept of the Distinguished Lecture series grew 
out of our experience of running IBC2020 online.  While clearly there 
are great benefits to meeting together in person, online meetings are 

a great way to widen the participation of people who might have 
otherwise had trouble attending in person due to funding or other 
considerations.  The key concept of the lecture series is to showcase 
some of the younger rising stars in the Society, especially those with 
an interesting personal story.  We seek distinguished lecturers who 
can really inspire the next generation, giving them confidence that 
regardless of one’s background, talent combined with some hard 
work, and maybe a little luck, can lead to great success!   Based on 
the responses from the over 150 online attendees, it seems clear 
that the inaugural lecturer, Distinguished Professor Eric Tchetgen 
Tchetgen, was a perfect choice.   Eric started with some great stories 
about growing up in Cameroon, West Africa, and the pathway that 
eventually led him to discover biostatistics. Eric then presented on 
the methodology he and his team of collaborators have recently 
developed to address unmeasured confounding in drawing causal 
inferences from observational data. He illustrated the utility of such 
methods with the evaluation of effectiveness of COVID-19 vaccine 
in real world settings, as well as with an HIV-risk prediction project 
in Botswana, Africa.   Eric also described how important and criti-
cal it has been throughout his career to have some great mentors, 
referring especially of course to his doctoral advisor, Professor Jamie 
Robins at the Harvard T. Chan School of Public Health.  After finishing 
his PhD 2006 Eric stayed on at Harvard for his postdoctoral training.  
He then joined the faculty and was promoted to full professor in 
record speed in 2015.  Unfortunately for Harvard, he was recruited 
in 2018 by the Wharton School at University of Pennsylvania, where 
he is now a Luddy Family President’s Distinguished Professor in the 
Department of Statistics and Data Science.  Today, Eric is recognized 
internationally as a world authority on causal inference.  His CV 
reveals a dizzying array of accomplishments, including well over 
200 papers in the very top journals.  Eric is highly sought after as 
a keynote speaker and has received many prestigious awards, most 
recently as a co-winner (with Jamie Robins and others) of the 
Rousseeuw Prize in Statistics, recognizing groundbreaking meth-
odological contributions to Causal Inference.   Eric’s story is most 
definitely an inspiring one.  If you missed Eric’s lecture, you can watch 
the recording here  (login required).

We would love to get your ideas for future speakers in the IBS 
Distinguished Lecture series.  You can enter your suggestion using 
this online form.  Note that the form asks for some contact details, 
a link to the potential speaker’s CV as well as a brief summary of 
why you think the person would be a suitable speaker in the series.  
The form allows you to skip over those fields if you prefer, but 
it would really help our selection committee if you can take the 
time to provide this input.  If you prefer, you can also simply email 
directly to ibs@biometricsociety.org.

Louise Ryan
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Mentoring Matters
As you will hopefully have seen in various communications 
throughout the year, the IBS has successfully launched an excit-
ing new Mentoring Program. This little write up is the first in 
what I hope will be a regular series of contributions to the 
Biometric Bulletin, filling you all in on how things are going with 
the Program, highlighting interesting developments and occa-
sionally profiling some mentor/mentee pairs! 

The basic idea of the Mentoring Program is very simple; namely, 
we want to link junior IBS members (students, postdocs, early 
career researchers) with more seasoned and experienced mem-
bers who are willing to invest some time offering some encour-
agement, support and guidance. I don’t think I need to convince 
people of how valuable this can be to a young person! Mentors 
and mentees can be located in the same region or across the 
world!   While IBS’ global footprint creates some logistical 
challenges, the new IBS website has some built-in features that 
helped make things possible. A hard-working planning commit-
tee designed a system where interested mentors and mentees 
can register, articulate what they are looking for in a mentoring 
relationship, and then find a match. We’ve created what we think 
is a good information page that sits under the Education tab of 
the IBS website. In addition to providing guidelines for how to 
sign up and what to expect, there are links to other mentoring 
programs, including some that are region specific, as well as a 
Digital Resources list. We have a few exciting developments 
coming soon as part of Digital Resources, so stay tuned! There is 
also a Mentoring Program Community page where participants 
can post comments or questions. Take a look and explore if you 
get a chance!  

The MentorMatch system has not been without a few startup 
glitches and hiccups, but we think it is getting there.   The key 
thing for participants to realize is that the main purpose of the 
system is to create a match and help participants link up. Once 
the link has been made, it is up to the mentor and mentee to 
start communicating. There is great flexibility here, and each pair 
needs to figure out what works best for them in terms of when 
and how they communicate, as well as what topics they find 
useful to talk about.   Personally, I have four mentees through 
the Program, and my relationship with each is a little bit differ-
ent. Two of my mentees are in Australia, so I can potentially see 
them in person, but generally, an online meeting via Zoom or a 
similar platform can work well. Sometimes it works to just let 
things happen naturally and get in touch as needed. But I think 
in most cases, it helps to set up a regular meeting schedule, say 
once a month. 

As I mentioned above, we hope 
this will be a regular contribution 
to Biometric Bulletin, and we 
thought it would be fun to present 
an occasional profile of one of our 
mentor/mentee pairs! To get the 
ball rolling, I would like to tell you 
a little bit about how things have 
gone with one of my mentees, Mr. 
Daniel Gyaase. I first “met” Daniel 
when we both participated in a 
virtual meeting of the IBS Sub-

Saharan African Network (SUSAN) back in 2020.   Daniel was a 
Master of Philosophy student at Kwame Nkrumah University of 
Science and Technology (KNUST) in Ghana, with interest in the 
application of statistical methods in injury epidemiology and 
disability. Daniel agreed to join as a beta-tester of the Mentoring 
Program, and we were then officially linked as mentor and men-
tee. We had a couple of meetings via video conference and 
phone, as well as some emails, discussing Daniel’s career goals. I 
gave him some advice on how to improve the format and pre-
sentation of his CV, and we also talked about his career goals. 
After a while, I gave him an email introduction to a statistical 
colleague in Sydney who also works on applications of statistical 
methods in the epidemiology of injury. This led to another intro-
duction to an Injury Epidemiologist, Associate Professor Julie 
Brown, who was looking for a new PhD student with a back-
ground in biostatistics and injury prevention to work on some 
of her projects. Fast forward a year or so later, Daniel has fin-
ished his master’s degree at KNUST and has been awarded a 
fabulous 3.5 year scholarship to the University of New South 
Wales to undertake doctoral work in the epidemiology of inju-
ry at the George Institute in Sydney. Daniel and I got to meet in 
person a month or two ago in Sydney and celebrated over 
dinner.   I definitely feel very proud of Daniel and am humbled 
and honored to have played a small role as his mentor. But of 
course, the accomplishments are all his! Not only is he a bright 
and capable young man, but he has those critical softer skills like 
communication and follow through. He also understands the 
value and power of networking, and this is what he was able to 
access through the IBS Mentoring Program.

We are grateful to all the IBS members who have been working 
so hard on the Mentoring Program Planning Committee.   Mr. 
Alexander Iula from the International Business Office deserves 
special acknowledgement and thanks for his great work in cre-
ating the Program webpage.  

Louise Ryan

Editorial Updates
Biometrics
The upcoming March 2023 issue boasts an exciting array of applied 
and methodological articles. The Biometric Methodology section 
opens with a discussion paper entitled “Adaptive enrichment 
designs with a continuous biomarker,” by Nigel Stallard and with 
discussion contributions by: Rachael V. Phillips and Mark J. van der 
Laan; James M. S. Wason; Christopher Jennison; and Nancy Flournoy 
and Sergey Tarima. Further, there are articles on: “Re-calibrating 
pure risk integrating individual data from two-phase studies with 
external summary statistics,” by Jiayin Zheng, Yingye Zheng, and Li 
Hsu; “Sufficient dimension reduction for populations with struc-
tured heterogeneity,” by Jared D. Huling and Menggang Yu; “Elastic 
priors to dynamically borrow information from historical data in 
clinical trials,” by  Liyun Jiang, Lei Nie, and Ying Yuan; “Accelerated 
failure time modeling via nonparametric mixtures,” by Byungtae 
Seo and Sangwook Kang; “SMIM: a unified framework of surviv-
al sensitivity analysis using multiple imputation and Martingale,” 
by Shu Yang, Yilong Zhang, Guanghan Frank Liu, and Qian Guan; 
“Estimation of separable direct and indirect effects in continuous 
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time,” by Torben Martinussen and Mats Julius Stensrud; “Modeling 
publication bias and p-hacking,” by Jonas Moss and Riccardo De Bin; 
“Spectra in Low-Rank Localized Layers (SpeLLL) for interpretable 
time-frequency analysis,” by Marie Tuft, Martica H. Hall, and Robert 
T. Krafty; “Variable selection in nonlinear function-on-scalar regres-
sion,” by Rahul Ghosal and Arnab Maity; “A matching procedure 
for sequential experiments that iteratively learns which covariates 
improve power,” by Adam Kapelner and Abba Krieger; “Dynamic 
logistic state-space prediction model for clinical decision making,” 
by Jiakun Jiang, Wei Yang, Erin M. Schnellinger, Stephen E. Kimmel, 
and Wensheng Guo; “Instrumental variable estimation of compiler 
causal treatment effect with interval-censored data,” by Shuwei Li 
and Limin Peng; “Generalized case-control sampling under gener-
alized linear models,” by Jacob M. Maronge, Ran Tao, Jonathan S. 
Schildcrout, and Paul J. Rathouz; “CASANOVA: Permutation infer-
ence in factorial survival designs,” by Marc Ditzhaus, Jon Genuneit, 
Arnold Janssen, and Markus Pauly; and “Bayesian nonparametric 
quantile process regression and estimation of marginal quantile 
effects,” by Steven G. Xu and Brian J. Reich.

The Biometric Practice section features articles on: “Accounting 
for post-randomization variables in meta-analysis: A joint meta-re-
gression approach,” by Qinshu Lian, Jing Zhang, James S. Hodges, 
Yong Chen, and Haitao Chu; “Human disease clinical treatment 
network for the elderly: Analysis of the Medicare inpatient length 
of stay and readmission data,” by Hao Mei, Ruofan Jia, Guanzhong 
Qiao, Zhenqiu Lin, and Shuangge Ma; “Sensitivity analyses informed 
by tests for bias in observational studies,” by Paul R. Rosenbaum; 
“Causal inference with outcomes truncated by death in multiarm 
studies,” by Shanshan Luo, Wei Li, and Yangbo He; “Interim mon-
itoring in sequential multiple assignment randomized trials,” by 
Liwen Wu, Junyao Wang, and Abdus S. Wahed; “Bayesian multiple 
index models for environmental mixtures,” by Glen McGee, Ander 
Wilson, Thomas F. Webster, and Brent A. Coull; “Evaluating the 
association between latent classes and competing risks outcomes 
with multi-phenotype data,” by Teng Fei, John Hanfelt, and Limin 
Peng,” and “Estimating perinatal critical windows of susceptibility 
to environmental mixtures via structured Bayesian regression tree 
pairs,” by Daniel Mork and Ander Wilson.

Please note that lists of papers to appear can be found at the 
Biometrics website.  Papers to appear in future issues may also be 
found under the “Early View” link at the Wiley website, which can 
be accessed by IBS members by visiting http://www.biometricsoci-
ety.org/, selecting “Biometrics” from the drop-down menu at the 
“Publications” link at the top of the page, and accessing the “Click 
here” link.

Transition Between Rest of World Co-editors
With the year 2022 drawing to a close, Alan Welsh’s (Australasian 
Region) Co-editor term is coming to an end. Alan has served as 
CE for the years 2020, 2021, and 2022. We wholeheartedly thank 
Alan for outstanding service to the journal and the Society. On 
January 1, 2023, Alan will pass the baton to Matthew Schofield 
(Australasian Region). His Rest-of-World Co-editor term runs 
through the end of 2025. The continuing Co-editors are William 
(Bill) Rosenberger (ENAR, for North America, until the end of 
2023) and Katja Ickstadt (German Region, for Europe, until the 
end of 2024).

Social Media
Find us on twitter at @Biometrics_ibs.

Geert Molenberghs 
Biometrics Executive Editor

The Journal of Agricultural, Biological, and 
Environmental Statistics (JABES)
We have currently two ongoing Special Issues at JABES. One is on 
Causal Inference with C. Zigler (Cory.Zigler@austin.utexas.
edu) and Shu Yang (syang24@ncsu.edu) as guest editors. We are 
closing this issue, expecting to be ready at the end of 2022. A sec-
ond one is on Spatio-Temporal Statistics with a submission 
deadline just closed (October, 2022). This is a special issue feeded 
by papers from Metma workshop (http://www.metma-x.udl.cat/). If 
you have a suggestion for a special issue, we would be pleased to 
hear from you.  We are also keen to publish papers that summarize 
the state of methodological development in subject areas for which 
technological advances are generating a demand for new statistical 
approaches. If you feel that you could offer such a paper, or can sug-
gest a topic together with possible authors, please let me know. We 
are also keen on publishing discussion papers on wide, interesting 
topics presenting the use of statistical tools in real problems. These 
papers will come with several invited discussants.

We have approached the winners of the 2022 competition of The 
Section on Statistics and the Environment (ENVR) of 
the ASA. Their papers are eligible for review in the Journal of 
Agricultural, Biological, and Environmental Statistics, and we have 
currently accepted 4 out of 5 papers in this respect.

Authors from selected papers from JABES 2021 have actively 
taken part in the Joint Statistical Meeting in Washington, DC.JSM 
2022, in a session entitled “Modern and innovative spatial 
methods in Ecology and the Environment”. The Chair 
was Brian Reich and the authors were: David L. Miller (Variance 
Propagation for Density Surface Models), Giri Gopalan (A 
Higher-Order Singular Value Decomposition Tensor Emulator for 
Spatiotemporal Simulators), Théo Michelot (Varying-Coefficient 
Stochastic Differential Equations with Applications in Ecology), 
Robert Richardson (Spatial Generalized Linear Models with Non-
Gaussian Translation Processes). 

The 25th of October online JABES Showcase  featured the fol-
lowing presentations:

-- Theo Michelot, in representation of the 2020 Best Paper: 
Varying-Coefficient Stochastic Differential Equations 
with Applications in Ecology. JABES, Vol. 26 (3), 446–463.

-- Giri Gopalan, in representation of the 2021 Best Paper: A 
Higher-Order Singular Value Decomposition Tensor 
Emulator for Spatiotemporal Simulators. JABES, Vol. 27 
(1), 22–45.

The December 2022 issue of JABES (Volume 27, issue 4) will 
feature the following papers:

Book Review

M. Schaub and M. Kéry: Integrated Population Models Theory and 
Ecological Applications with R and JAGS, Academic Press, 2022
by BJ T Morgan

Modeling Sub-daily Precipitation Extremes with the Blended 
Generalised Extreme Value Distribution
by SM Vandeskog, S Martino, D Castro-Camilo and H Rue

Spatially Balanced Sampling with Local Ranking
by BL Robertson, O Ozturk, O Kravchuk and JA Brown
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Correction to: Spatially Balanced Sampling with Local Ranking
by BL Robertson, O Ozturk, O Kravchuk and JA Brown

Efficient Discretization of Movement Kernels for Spatiotemporal 
Capture–Recapture
by MG Efford

Row–Column Sampling Design Using Auxiliary Ranking Variables
by O Ozturk, O Kravchuk and R Correll

Coefficients of Determination for Mixed-Effects Models
by D Zhang

On Information About Covariance Parameters in Gaussian 
Matérn Random Fields
by V De Oliveira and Z Han

Optimizing Pooled Testing for Estimating the Prevalence of 
Multiple Diseases
by MdS Warasi, LL Hungerford and K Lahmers

Some JABES-related figures are the following:

A) Q1-Q2 (January-August, 2022) Journal Statistics:

• 20 Articles Published Online for Q1-Q2 2022 (2022 Article 
Budget: 40 Articles)

• 167 Submissions for Q1-Q2 2022 (An increase from 150 
Submissions in Q1-Q2 2021, and 138 Submissions in Q1-Q2 
2020)

• Average of 23 Days from Submission to First Decision for 
Q1-Q2 2022 (An increase from 13 days in Q1-Q2 2021 and 
18 days in Q1-Q2 2020)

• 41,706 Article Downloads for Q1-Q2 2022 (An increase 
from 41,022 in Q1-Q2 2021 and 29,267 in Q1-Q2 2020)

• 2021 Impact Factor: 2.267 (170 Citations from 75 Articles)

B) JCR 2021 (published in July 2022):

• Impact Factor (IF): 2.267 (1.524, 2020),

• 5 Years IF: 2.058 (1.834, 2020)

• CiteScore: 2.6; SNIP: 1.172

• Science Citation Index Expanded (SCIE): BIOLOGY 57/94 (Q3), 
MATHEMATICAL & COMPUTATIONAL BIOLOGY 34/57 
(Q3), STATISTICS & PROBABILITY 37/125 (Q2)

• Journal Citation Indicator (JCI): BIOLOGY 50/113 (Q2), 
MATHEMATICAL & COMPUTATIONAL BIOLOGY 38/67 
(Q3), STATISTICS & PROBABILITY 66/163 (Q2)

C) Summary of activity between 01 Jan 2022 and 31 Jul 2022.

 • New Manuscripts Received 194: Accept 12%, Reject 83%, 
Withdrawal 5%

• Decision Summary. Editor Decision: Total Decisions 
(Frequency of Decision)

Accept as is: 2 (1.1%)

Major Revisions Needed: 23 (12.7%) 

Minor Revisions Needed: 5 (2.8%)

Reject after review: 13 (7.2%) 

Reject without review: 113 (62.4%) 

Rejected but resubmission invited: 25 (13.8%) 

Total Editor Decision:s 181 100%

JABES should be home for Data Science broadly defined as the 
science of learning from data, incorporating advances in compu-
tation and data analytics, with statistical theory and inference for 
problems coming from the branches that sustain the journal. I 
would like to encourage interdisciplinary submissions that involve 
collaboration between statisticians and other data scientists to 
find solutions to these challenges, through innovative method-
ological developments and applications, bringing together data 
science and statistics. The innovative methodology should be 
directly motivated by real world data problems in agricultural, 
biological and environmental settings.

For more information on upcoming issues, the editorial board, 
and the aim and scope of the journal, please visit our website 
http://link.springer.com/journal/13253. We also accept submis-
sions of books to review in the upcoming issues of JABES; to 
submit a book for review, please see the above website (click 
on “Editorial Board’’) or contact Eleni Matechou (e.matechou@
kent.ac.uk).

Please follow us on Twitter:  @JabesEditor.

Jorge Mateu
Editor-in-Chief
October 2022

Software Corner 
Emi Tanaka
Department of Econometrics and Business Statistics,  
Monash University

Getting the most out of your experimental 
data with design 
Introduction 

Experimental data are hallmarks of proving or disproving theories or 
hypotheses. Not all experimental data are of equal value; however, 
the design of experiment and the execution to collect data greatly 
shape its downstream value. The seminal book by Fisher (1935) out-
lines the importance of randomization, replication and (statistical) 
control in experimental designs motivated primarily by agricultural 
field trials. Fisher (1935) also introduced special cases of row-col-
umn designs, such as Latin Square and Graeco-Latin Square designs, 
factorial designs and the analysis of experimental data using analysis 
of variance (ANOVA), t-test, chisquare-test and other tests of signif-
icance. Montgomery (2001), Box, Stuart Hunter, and Hunter (2005), 
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and Hinkelmann and Kempthorne (2005) are classical textbooks in 
experimental designs taught in many courses in experimental design. 
Many of these textbooks, and the teaching of experimental designs, I 
would argue is focused on statistical aspects, but in practice, the pri-
mary problem in carrying out an experiment is centered on human 
aspects. Consider the following simplified scenario:

• the domain expert wants an experiment to validate their 
hypothesis and needs a statistician to design the experiment.

• the statistician elicits the experimental aim and structure 
from the domain expert and then design the experiment 
accounting appropriately for statistical issues and practical 
constraints.

• the technician carries out the experimental protocol as 
directed by the experimental design generated by the statis-
tician and enter the data; and then

• the analyst (who may or may not be the same person as 
the statistician) interprets the experimental aim and design to 
appropriately analyze the data.

How many people were involved in this experiment? Notice that 
we are reliant on communication between people, who likely have 
different discipline backgrounds, to transfer the correct informa-
tion to successfully carry out the experiment. We know human 
communication is fraught with challenges; misunderstandings 
are common, not the exception. The unwritten assumption in 
experimental designs is that all parties involved in the experiment 
completely understood each other – the statistician understood all 
the intricacies that the domain expert knows that may affect the 
experimental outcome, and the technician will carry out the exper-
iment exactly as the design of experiment with no possible error. 
This assumption is in contrast to what we know about human 
communication; human communication is a noisy process. What 
then can we do to mitigate errors in the process?

The grammar of experimental designs
The so-called “The Grammar of Experimental Designs” is the 
title of my work-in-progress book found at emitanaka.org/edib-
ble-book. More details can be found in the book, but briefly, the 
grammar of experimental designs is an object-oriented 
programming system designed to capture elements of the origin of 
an experimental data encapsulated in a cognitive framework. It is 
an attempt to standardize the computational description of exper-
imental components by fundamental terms, so we are not lost in 
domain-specific jargon.

The motivation of the grammar of experimental designs is best 
explained by an analogy to the “grammar of graphics” (Wilkinson 
2005) with its most popular implementation as ggplot2 (Wickham 
2016) in the R language (R Core Team 2021). When we specify 
a plot, we can specify using a complete recipe. For example, the 
functions barplot() and pie() create a barplot and a pie chart, 
respectively, in the base R language – these functions are for a single 
purpose, nothing more.

data <- data.frame(duty = c(“teaching”, “research”, “admin”),
                   percentage = c(40, 40, 20))

barplot(data$percentage, names.arg = data$duty)
pie(data$percentage, labels = data$duty)

When we specify plots using ggplot2, the system requires users 
to specify components of the plot, not the full plot. This not only 
gives greater control over the construction of the plot, but it 
encourages the user to think about the relationship between data 
to plot elements. For example, below we create the pie chart and 
barplot using ggplot2. The first specification in ggplot2 is to initiate 
the object by ggplot() where the user can specify the data and the 
mapping of variables to plot aesthetic, then the user can append a 
layer like geom_col() to create a barplot. To construct a pie chart in 
ggplot2, the user must transform the default Cartesian coordinate 
system to a polar coordinate along one of the axis.

library(ggplot2)
# bar plot
ggplot(data, aes(x = duty, y = percentage)) +
  geom_col()
# pie chart
ggplot(data, aes(x = “”, y = percentage, fill = duty)) +
  geom_col() +
  coord_polar(“y”)

The ggplot2 system has a steep learning curve, however, the mas-
tery of the system allows users to easily create a variety of plots. 
In a similar vein, the grammar of experimental designs is a system 
to construct experimental designs by experimental components – 
the users don’t need to specify the complete design but build up 
the experimental design by its basic components, like experimental 
units and treatments, giving them the flexibility in their thinking 
and specification of the experimental structure. The easiest way to 
grasp the grammar of experimental design is to see examples of its 
implementation as shown next.

Constructing experimental designs with the 
edibble R package
The edibble package is a system in the R language to facilitate 
the design of comparative experiments based on the grammar of 
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experimental designs. The package is available on Comprehensive R 
Arhive Network (CRAN) with the developmental version available 
at github.com/emitanaka/edibble and can be installed as below.

# installing from CRAN
install.packages(“edibble”)
# OR for the developmental version
install.packages(“remotes”)
remotes::install_github(“emitanaka/edibble”)

Package name

The name of the package, edibble, stands for the experimental 
design table or tibble for those that are familiar with tidyverse 
(Wickham et al. 2019). I often see people misspell it as eddible or 
edible (latter probably due to autocorrect), so I want to emphasize 
that it is edibble, i.e., one d and two b.

The package name itself relates to the aim of what it tries to pro-
duce, i.e., a table where columns specify the unit and treatment fac-
tors in the experimental design and rows specify the characteristics 
of the observational unit, including the allocated treatment.

Example usage

Let’s suppose that we want to create a randomized complete block 
design (RCBD) with 6 blocks with 3 plots in each block to test 3 
wheat varieties, labeled A, B and C.  As not all of you may know what 
a RCBD is, to describe it more explicitly, the treatments (in this case 
the 3 wheat varieties) are randomly allocated to one of the plot 
(experimental unit) within a block; only one treatment level can be 
assigned to each plot; and each treatment level must appear exactly 
once in each block. The specification of this design in the edibble 
system is shown below and can be interpreted as follows:

• Line 1: load the library,

• Line 2: set the seed to ensure replication of the randomized 
design,

• Line 3: initialize the design object,

• Line 4-5: set the unit factors, namely 6 blocks and 3 plots 
nested in each block,

• Line 6: set the treatment factor, variety, with 3 levels (A, B, and C),

• Line 7: specify the high-level treatment to unit allocation,

• Line 8: assign the treatment randomly, and

• Line 9: the design specification is complete, now convert the 
result to a table.

library(edibble)
set.seed(2022)
design(“Randomised Complete Block Design”) %>%
  set_units(block = 6,
         plot = nested_in(block, 3)) %>%
  set_trts(variety = c(“A”, “B”, “C”)) %>%
  allot_trts(variety ~ plot) %>%
  assign_trts(“random”) %>%
  serve_table()

# Randomised Complete Block Design
# An edibble: 18 x 3
    block    plot  variety
   <unit(6)> <unit(18)> <trt(3)>
 1 block1     plot1      A
 2 block1     plot2      B
 3 block1     plot3      C
 4 block2     plot4      A
 5 block2     plot5      B
 6 block2     plot6      C
 7 block3     plot7      A
 8 block3     plot8      C
 9 block3     plot9      B
10 block4  plot10     C
11 block4  plot11     B
12 block4  plot12     A
13 block5  plot13     B
14 block5  plot14     C
15 block5  plot15     A
16 block6  plot16     C
17 block6  plot17     B
18 block6  plot18     A

Above table output shows the resulting allocation of the treatment 
to units, e.g. from the first row we see that the first plot in the first 
block is assigned variety A.

Now consider the design specified below. How is this different 
from above?

design(“Do exam type matter?”) %>%
  set_units(school = 6,
         student = nested_in(school, 3)) %>%
  set_trts(exam = c(“Oral”, “Written”, “Computer”)) %>%
  allot_trts(exam ~ school) %>%
  assign_trts(“random”) %>%
  serve_table()
# Do exam types matter?
# An edibble: 18 x 3
      school student  exam
   <unit(6)> <unit(18)> <trt(3)>
 1   school1  student1  Oral 
 2   school1  student2  Oral 
 3   school1  student3  Oral 
 4   school2  student4  Computer
 5   school2  student5  Computer
 6   school2  student6  Computer
 7   school3  student7  Oral 
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 8   school3  student8  Oral 
 9   school3  student9  Oral 
10   school4  student10 Written
11   school4  student11 Written
12   school4  student12 Written
13   school5  student13 Computer
14   school5  student14 Computer
15   school5  student15 Computer
16   school6  student16 Written
17   school6  student17 Written
18   school6  student18 Written

First, you may have noticed that the experimental factors are named 
differently. The names that you enter in set_units() and set_trts() 
are not fixed by the system – the user may enter the name that is 
appropriate for their experimental context. These are just simply 
labels but it captures the valuable experimental context. In fact, the 
unit structure is exactly the same as the previous experiment! But 
it’s easy to see that the first experiment is a wheat variety trial but 
the second experiment is comparing the exam type across schools.

Second, aside from labels, you may have noticed everything is the 
same as the previous experiment except line 5. The treatments 
(exam type) are randomly allocated to schools, not individual stu-
dents within a school. You can see this in the resulting table output 
– each school gets only one type of exam. The resulting design is in 
fact called a completely randomized design. Here, the experimental 
units are the schools, and the intended observational units are the 
students.

You may think the edibble system is only for balanced designs 
(where there is equal number of units within a block), but you can 
easily specify unbalanced designs as shown in line 3-5 below where 
there are two blocks (labeled I and II) where block I has 3 plots 
and block II has 6 plots.

design(“Unbalanced design”) %>%
  set_units(block = c(“I”, “II”),
         plot = nested_in(block,
                           “I” ~ 3,
                          “II” ~ 6)) %>%
  set_trts(variety = c(“A”, “B”, “C”)) %>%
  allot_trts(variety ~ plot) %>%
  assign_trts(“random”) %>%
  serve_table()
# Unbalanced design
# An edibble: 9 x 3
   block   plot  variety
  <unit(2)> <unit(9)> <trt(3)>
1     I   plot1 B
2     I   plot2 A
3     I   plot3 C
4     II  plot4 C

5     II  plot5 A
6     II  plot6 B
7     II plot7 C
8     II  plot8 B
9     II  plot9 A

There are more features in the edibble system. These features 
include setting responses using set_rcrds(), simulating responses 
with simulate_rcrds() (experimental only), and setting expectation 
of responses expect_rcrds(), e.g. when values should be positive 
numbers only. The latter allows files to be encoded with data val-
idation rules, e.g. export_design() outputs the edibble table as an 
Excel file where values outside of expectation cannot be entered 
by exploiting Excel’s data validation system.

The edibble system has been designed so that developers can 
extend the system. If the assign_trts() is not suitable, then you can 
replace this with an alternative one. Likewise, if an Excel output 
is not desired then you can replace the exporting system with 
another system. The system exposes its components as modular 
functions to allow extensibility. The caveat of the edibble system 
is that there is a steep learning curve for both the user and the 
developer – but mastery of the grammar should help you flexibly 
specify a variety of experimental designs and deepen your thinking 
about the experimental design.

Recipe experimental designs

“Good design considers units and treatments first, and then allo-
cates treatments to units. It does not choose from a menu of 
named designs.” – Bailey (2008)

I highly discourage the use of named experimental designs, but I 
acknowledge that the literature is littered with them. The compro-
mise I have made is to include a set of functions that are prefixed 
with menu_. For example, below menu_rcbd() shows the code to 
generate a RCBD with 3 treatments and 6 blocks. If you must take 
this approach, I suggest that you copy the output code and replace 
the generic factor names with what is appropriate in the context 
of your own experiment.

menu_rcbd(t = 3, r = 6)
design(“Randomised Complete Block Design”) %>%
  set_units(block = 6,
         unit = nested_in(block, 3)) %>%
  set_trts(trt = 3) %>%
  allot_trts(trt ~ unit) %>%
  assign_trts(“random”, seed = 424) %>%
  serve_table()

If you want to actually see a table output then you can takeout() 
any named design (on the menu). Below menu_lsd() shows the 
code for generating a Latin Square design; the takeout() of this 
design on the menu shows the table output of the Latin Square 
design with 4 treatments.

takeout(menu_lsd(t = 4))
design(“Latin Square Design”) %>%
  set_units(row = 4,
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         col = 4,
         unit = crossed_by(row, col)) %>%
  set_trts(trt = 4) %>%
  allot_trts(trt ~ unit) %>%
  assign_trts(“random”, seed = 794) %>%
  serve_table()
# Latin Square Design
# An edibble: 16 x 4
         row    col    unit      trt
 * <unit(4)> <unit(4)> <unit(16)> <trt(4)>
 1 row1 col1 unit1 trt1
 2   row2      col1  unit2   trt3
 3   row3      col1  unit3   trt4
 4   row4      col1  unit4   trt2
 5   row1      col2  unit5   trt4
 6   row2      col2  unit6   trt2
 7   row3      col2  unit7   trt1
 8   row4      col2  unit8   trt3
 9   row1      col3  unit9   trt3
10      row2   col3  unit10     trt4
11      row3   col3  unit11     trt2
12      row4   col3  unit12     trt1
13      row1   col4  unit13     trt2
14      row2   col4  unit14     trt1
15      row3   col4  unit15     trt3
16      row4   col4  unit16     trt4

The full list of available named experimental designs can be found in 
the Cookbook chapter in The Grammar of Experimental Designs 
book.

Conclusion

The design of an experiment is, without a doubt, of critical impor-
tance in the advancement of our knowledge. In fact, a good experi-
mental design and well executed collection of data can eliminate or 
reduce the necessity of certain statistical analysis. The use of exper-
imental designs in practice are arguably propagated by statistical 
software and interested readers can see Tanaka and Amaliah (2022) 
for a review of popular R packages in experimental design. The 

edibble R package is an attempt to specify designs by a paradigm 
that is flexible, yet human-centered. By building designs based on 
its components, users are required to think about the ingredients 
that make up the composition of the experimental structure – this 
system design I would hope translates to higher order thinking 
about experimental designs.

This article did not touch on much about optimal, adaptive, mod-
el-based nor domain-specific designs. The scope of work in the 
design of experiments is large and substantial work remains to 
bridge the gap between the principles and practice of experimental 
designs. Too often, teaching of experimental design is overshad-
owed by the analysis of experimental data and to get the most 
out of experimental data, we should remember that experimental 
context is invaluable in the design and no analysis can extract infor-
mation from rubbish data.
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STRengthening 
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Observational Studies 
(STRATOS): On the 
importance of Data 
Quality Assessments 
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C. O. Schmidt1, G Heinze2, L Lusa3, M Huebner4

1Institute for Community Medicine, SHIP-Clinical Epidemiological 
Research, University Medicine of Greifswald, Greifswald, Germany

2Section for Clinical Biometrics; Center for Medical sTatistics, 
Informatics and Intelligent Systems; Medical University of Vienna, 
Vienna, Austria

3Department of Mathematics, Faculty of Mathematics, Natural 
Sciences and Information Technology, University of Primorska, 
Koper, Slovenia.

4Department of Statistics and Probability, Michigan State University, 
East Lansing, MI, USA

The abstract of the first STRATOS paper1 states ‘The validity and 
practical utility of observational medical research depends critically on 
good study design, excellent data quality, appropriate statistical methods 
and accurate interpretation of results’, a statement which certainly 
achieves the widest possible consensus. STRATOS has no panel on 
data quality assessments (DQA), but related issues are discussed 
in the topic group on initial data analysis (IDA, TG3) and some of 
the STRATOS members are also active in DQA. For example, the 
STRATOS topic group TG3 on IDA has developed a guidance paper 
which outlines an IDA framework.2 The framework consists of six 
steps: (I) metadata setup to systematically represent all background 
information or relevance, (II) data cleaning to identify and correct 
data errors, (III) data screening to review and document data prop-
erties, (IV) initial IDA reporting, (V) refining or revising the analysis 
plan, and (VI) IDA reporting in research papers. It is obvious that 
particularly the data cleaning and data-screening step closely relate 
to DQA. A subsequent STRATOS review of selected articles pub-
lished in major medical journals revealed considerable shortcom-
ings regarding IDA reporting.3 Factors contributing to the partial 
neglect of IDA in scientific practice include lack of funding for such 
activities, ad hoc approaches for different research projects, as well 
as the extent and complexity of such initial data analyses despite 
their seeming simplicity. Analysts are faced with a myriad of choices 
of what to assess, which tools, routines, and visualizations to use, 
and how to structure a report of the potentially extensive output 

This is a paid ad from StataCorp.
14Biometric Bulletin



in a digestible fashion when conducting a full scope IDA. Therefore, 
TG3 has expanded its work on guidance at different levels. The 
paper “Ten simple rules for initial data analysis” 4, compiles a brief 
overview of the aspects of IDA and the benefits of integrating IDA 
in the research practice. It should be emphasized that IDA must 
not be confused with exploratory data analysis (EDA) as it does 
not aim at creating any scientific findings. Current activities of TG3 
are the development of guidance when using cases with public data. 
This includes the project “Regression without Regrets” on IDA for 
multivariable regression models with continuous or binary out-
comes and IDA for longitudinal data including complex survey data.

DQA and IDA are closely related as illustrated in a cooperative 
work with several STRATOS members, most of them from TG3, 
in a project funded by the German Research Council (DFG). This 
includes a data quality framework for observational studies along 
with the dataquieR R package, to facilitate DQAs.5,6 The framework 
describes four data quality dimensions (integrity, completeness, 
consistency, and accuracy) with a total of 34 indicators. There is 
a considerable overlap between IDA and DQA in addressing data 
errors. However, while IDA assesses the match between the data at 
hand and its suitability for the intended statistical analyses accord-
ing to the underlying research questions and analysis plan, DQA 
commonly assesses deviations from requirements on the data not 
tied to one specific research project as it works mostly from the 
data generation perspective.

The strong interest in a DQA/IDA workshop held in Berlin on 
November 17th - 18th, 2022, by over 130 participants demon-
strated the growing interest and demand for guidance on DQA 
and IDA. The workshop was organized by several statistical 
and methodological societies from Germany, including GR-IBS, 
the German Association for Medical Informatics, Biometry and 
Epidemiology (GMDS), the German Society for Epidemiology 
(DGEpi), the Technologie- und Methodenplattform für die ver-
netzte medizinische Forschung (TMF), STRATOS, and funded by 
the National Research Data Infrastructure for Personal Health 
Data (NFDI4Health). In addition to presentations related to the 
TG3 activities mentioned above, other presentations discussed 
programming tools of relevance to IDA and DQA. This comprises 
R packages7  and a range of open source as well as commercial 
stand-alone software.8 The workshop highlighted that IDA and 
DQA are more than a statistical task in being an infrastructure 
challenge that must consider the broader context of the entire 
scientific data lifecycle, from data generation to downstream use of 
data sets. For example, the workshop stressed the importance of 
using common data models (CDMs) and syntactic standards such 
as the Observational Medical Outcomes Partnership Common 
Data Model (OHDSI-OMOP), Clinical Data Interchange Standards 
Consortium (CDISC), Fast Healthcare Interoperability Resources 
(FHIR), or others, to provide interoperable data bodies with rich, 
well-curated metadata; this is desperately needed for transparency, 
reproducibility, and accountability to overcome shortcomings of 
the frequently employed practice of using spreadsheets.

As an outlook, future STRATOS work will increasingly combine 
statistical demands with recent developments from information 
technologies to facilitate efficient IDA and DQA work flows. The 
appropriate conduct of IDA and DQA may prove an important 
cornerstone in advancing FAIR and reproducible science.9

Further overviews of current and past activities of TG3 can be 
found at https://www.stratosida.org and on the website of the 
STRATOS initiative http://www.stratos-initiative.org/.

References

1. Sauerbrei W, Abrahamowicz M, Altman DG, le Cessie S, Carpenter 
J, on behalf of the STRATOS initiative. STRengthening analytical 
thinking for observational studies: the STRATOS initiative. Stat Med 
2014;33:5413-32.

2. Huebner M, Le Cessie S, Schmidt CO, Vach W. A contempo-
rary conceptual framework for initial data analysis. Observational 
Studies 2018;4:71-192.

3. Huebner M, Vach W, le Cessie S, Schmidt CO, Lusa L, Topic Group 
“Initial Data Analysis” of the SI. Hidden analyses: a review of report-
ing practice and recommendations for more transparent reporting 
of initial data analyses. BMC Med Res Methodol 2020;20:61.

4. Baillie M, le Cessie S, Schmidt CO, Lusa L, Huebner M, Topic 
Group “Initial Data Analysis” of the SI. Ten simple rules for initial 
data analysis. PLoS Comput Biol 2022;18:e1009819.

5. Schmidt CO, Struckmann S, Enzenbach C, et al. Facilitating har-
monized data quality assessments. A data quality framework for 
observational health research data collections with software imple-
mentations in R. BMC Med Res Methodol 2021;21.

6. Richter A, Schmidt CO, Krüger M, Struckmann S. dataquieR: 
assessment of data quality in epidemiological research. JOSS 
2021;6:3039.

7. Marino J, Kasbohm E, Struckmann S, Kapsner LA, Schmidt CO. 
R Packages for Data Quality Assessments and Data Monitoring: 
A Software Scoping Review with Recommendations for Future 
Developments. Applied Science 2022;12.

8. Ehrlinger L, Wöß W. Survey of Data Quality Measurement and 
Monitoring Tools. Front Big Data 2022.

9. Wilkinson MD, Dumontier M, Aalbersberg IJ, et al. The FAIR guid-
ing principles for scientific data management and stewardship. Sci 
Data 2016;3:160018.

15 Biometric Bulletin

https://www.stratosida.org
http://www.stratos-initiative.org/


Region News 
Australasian Region (AR)
It has been a quiet quarter for the Australasian region. As the 
year winds down many of our members will be gathering at the 
Australasian Applied Statistics Conference (28 Nov - 2 Dec at 
RACV Inverloch Resort, Victoria, Australia) where they will hear 
from a great lineup of speakers, Arthur Gilmour, Carolyn Huston, 
Francis Hui, Patricia Menéndez, Emlyn Williams, and Edward Cripps. 
Further details: https://aasc2022.netlify.app/.

For your diary: the joint IBS-AR/SEEM Regional Conference, 
November 27 to December 1 2023, at the Copthorne Hotel 
and Resort, Bay of Islands, Waitangi, New Zealand. It will be a 
joint conference with the Statistics in Ecology and Environmental 
Monitoring (SEEM) meeting. 

Garth Tarr
Biometric Bulletin Correspondent 

British and Irish Region (BIR)
Meeting Report - Variational Bayes

On 3rd May 2022, the British and Irish Region of the Biometric 
Society hosted an online meeting on Variational Bayes. Variational 
Bayes is a computational method that allows scalable Bayesian 
inference that can be used as an alternative to the more commonly 
used Markov Chain Monte Carlo methods.

The meeting consisted of an introduction to Variational Bayes given 
in the morning by Dr David Hughes (University of Liverpool). 
David introduced the basic concepts of variational approximations 
using a simple example to demonstrate the main ideas. Mean Field 
Variational Bayes attempts to approximate a complex posterior 
using a product of simpler distributions. Although the approxi-
mation can lead to slightly less accurate posterior estimates than 
would be obtained by MCMC, the algorithmic (rather than sam-
pling) nature of VB methods, using distributions with nice, known 
properties, can significantly improve computational time. By choos-
ing an approximate distribution that is in some sense “close” to 
the desired posterior (commonly defined using a Kullback-Leibler 
divergence) the approximate solutions is usually quite close to the 
desired complicated posterior. The session was attended by over 
70 participants and led to many questions and good discussion 
following the talk.

The afternoon consisted of three talks, each describing different 
areas of state-of-the-art use of variational Bayes methods. The 
session was attended by around 60 people, and again each talk 
prompted good discussion. Dr Hélène Ruffieux (University of 
Cambridge) and winner of the 2021 Young Biometrician of the Year 
award, gave the first talk in which she described the use of varia-
tional Bayes methods in genome wide association studies. Hélène 
showed that standard variational algorithms can lead to inaccu-
rate results, but by the use of a simulated annealing procedure 
within the variational algorithm, much more accurate results can 
be obtained with very little additional computational complexity. 
Hélène then demonstrated how this approach can allow investi-
gation of associations between genetic SNPs and various Omics 

type data, an even more high-dimensional setting. Her results both 
confirmed existing known genetic hotspots, and identified potential 
others in models that are computationally expensive, or even pro-
hibitive using MCMC approaches.

Dr Kamélia Daudel (University of Oxford) gave the second talk 
of the afternoon. Her work was more theoretical in nature and 
explored alternative ways of measuring the “closeness” of the 
variational approximation to the desired posterior. Her proposal 
was to consider alpha-divergence and showed that this was better 
able to estimate some more complex posterior distributions (such 
as mixture distributions). Kamélia described two algorithms for 
performing variational inference using monotone alpha-divergence 
measures, that allow mixture weights and mixture component 
parameters to be updated simultaneously. She also showed the 
theoretical guarantees possible with her approach and showed 
through some numerical studies the benefits of the method.

The final talk of the afternoon was given by Dr Tui Nolan 
(University of Cambridge). Tui’s work focused on a technique called 
variational message passing. This is an alternative way of arranging 
the variational Bayes algebra, that links to DAG models and is 
a simple way of building up the necessary parts of a variational 
algorithm, by building on the existing work of others, and only 
deriving the additional extra “fragments” required for the desired 
model. Tui described his work on functional principal components 
analysis for rainfall data from the USA, collected over many years. 
Tui’s models involved a multilevel model and identified principal 
components that describe differences in rainfall between states, 
and within states over time. His variational algorithm allowed 
complex multi-level models to be estimated in a computationally 
efficient manner.

The meeting was well received and provided both a general over-
view of variational inference methods, and three novel and complex 
uses of the methodology. Recordings of the sessions, and the slides 
for each talk are available to BIR members on the Biometric society 
website. 

The British and Irish Region once again joined forces with the 
Fisher Memorial Trust (FMT) to offer bursaries to support atten-
dance at the International Biometric Conference at Riga (IBC 
2022). John Addy, a bursary recipient, has kindly sent to us a report 
to share his experience:

The 75th International Biometric Conference (IBC) was held in the 
beautiful and historic Latvian capital Riga in 2022. Riga is a UNESCO 
World Heritage Site and has the largest population of all three Baltic 
capital cities. The IBC 2022 is the second IBC I have attended and the 
only international event of its kind run exclusively for statisticians, math-
ematicians, and biological scientists working in the life sciences. The IBC 
is one of the largest statistics conferences and provides delegates with a 
unique opportunity to explore different aspects of applied statistics and 
learn about the latest research and developments in applied statistical 
research in both medical, biological, and agricultural statistics. There were 
special historical sessions at the 75th IBC this year, giving an insight into 
the founding members of the society, how the IBC was set-up, and how 
it has changed over time.

Attending the conference has contributed to the continuing professional 
development of my academic career; the interdisciplinary manner of the 
conference allowed me to explore statistical topics outside my own area 
of work and engage with other professionals outside of my specialism. I 
particularly enjoyed the Agriculture 1 & 2, Models for Climate, Ecology 
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& Environmental Sciences, and the Bayesian Methods 1 sessions. 
Particularly Hans-Peter Piepho’s talk on Tensor P-splines for plant breed-
ing trials, it was great to hear about applied agricultural research outside 
of the UK.

I presented my talk “Modeling Heteroskedasticity, Overdispersion and 
the Impacts of Climate Change for Long-Term Hay Yield Data ‘’ on 
Thursday morning in the Agriculture 2 session. By presenting to the IBC 
I received interesting feedback on my work prompting me to consider 
expanding my knowledge of variance models in the future, and made 
valuable connections with other IBC attendees. On Wednesday, I joined a 
walking tour excursion, seeing the diverse architecture of the city along 
with famous soviet and post-soviet monuments. At the conference dinner 
we were treated to traditional Latvian dancing, which was an additional 
treat to an already enjoyable conference. I want to thank the IBS BIR and 
FMT for providing funding to allow me to travel to Riga and attend this 
conference and make long-standing academic connections. I came away 
excited to continue my work in statistical development.

Kirsty Hassall
Biometric Bulletin Correspondent 

Central American Caribbean Region (RCAC)
1.0 Webinar Series Presentations by IBS-RCAC 
Member

Adriana Pérez, Professor in the Department of Biostatistics 
and Data Science at the University of Texas and member of the 
IBS-RCAC was one of 3 international speakers from Chile, the 
United States and Canada who shared how Data Science theo-
ries and tools contribute to the advancement of pharmaceutical 
sciences. This webinar series was organized by the Departments 
of Pharmaceutical Chemistry and Mathematics/Data Science in 
the Faculty of Sciences of the Pontificia Universidad, Javeriana, 
Colombia, South America.

The webinar highlighted the analysis of information as a key tool 
in the globalized world, including the pharmaceutical field.   In the 
pharmaceutical field, data analysis is relevant to all processes rang-
ing from the design of molecules and research related to these 
molecules to the production processes for medicines and the 
monitoring of their use.  Use of computer tools and data analysis 
are becoming more highly regarded as crucial to the optimization 
of processes which will redound to the benefit of patients and 
health professionals.

Dr Pérez’s presentation was entitled “The effect of e-cigarettes and 
hookah on the age of initiation of asthma in a U.S.A. nationally rep-
resentative cohort, and my experience in NIH review panels with 
science in chemistry and chemical pharmacy”.  It was delivered on 
October 20, 2022, during the webinar series that lasted from 4-6pm.

The citation and web-based links to Dr Perez’s presentation in the 
Pontificia Universidad webinar series are as follow:

Pérez, A.  (2022). Pontificia Universidad Javeriana. Departamentos 
de Quimica Farmaceutica y Matematicas/Ciencia de Datos. Webinar 
presentation: The effect of e-cigarettes and hookah on the age of 
initiation of asthma in a U.S.A. nationally representative cohort, and 
my experience in NIH review panels with science in chemistry and 
chemical pharmacy. October 20, 4-6pm.

Facebook - https://www.facebook.com/events/574090494486017

LinkedIn - https://www.linkedin.com/video/event/urn:li:ug-
cPost:6988587525242003456/

YouTube - https://youtu.be/-R1YK-UoPRc

In 2020, the National Cancer Institute of the National Institutes of 
Health issued a Notice of Special Interest (NOSI) NOT-CA-20-039 
to encourage research on the co-use of tobacco and alcohol as 
cancer risk factors.  Dr Adriana Pérez was among the grantees who 
received supplemental funds through this NOSI. She was thus invit-
ed to give a webinar to highlight work she accomplished because of 
her receipt of the supplemental funds.

Her webinar presentation was entitled “Age of initiation of dual 
tobacco use and binge drinking among youth: Findings from 
Population Assessment of Tobacco and Health (PATH) study” and 
was delivered on October 20, 2022.

The citation and web-based links to details of Dr Perez’s presenta-
tion in this NCI webinar series are as follow:

Pérez, A.  (2022). National Cancer Institute. Division of Cancer 
Control and Population Sciences. Webinar presentation: Age of initi-
ation of dual tobacco use and binge drinking among youth: Findings 
from Population Assessment of Tobacco and Health (PATH) study. 
October 20 , 2022 1-2pm. https://cancercontrol.cancer.gov/brp/
events/intersection-tobacco-alcohol-cancer-control-part-2

Contributed by: Adriana Pérez MS PhD, Professor Department of 
Biostatistics and Data Science, Michael & Susan Dell Center for 
Healthy Living, Austin, TX 78701, e-mail : adriana.perez@uth.tmc.edu

2.0 Journal Article Publications

Adriana Pérez continues to make outstanding contributions to 
substance use research and was thus senior and corresponding 
author for three journal articles recently accepted for publication 
in peer-reviewed journals.  The statistical methods for all three 
articles featured use of weighted interval censoring survival analysis 
and weighted Cox regression analyses.

The citation and web-based links to Dr Pérez’s three journal arti-
cles are as follow:

1. Atem, Bluestein, Harrell, Chen, Messiah, Kuk, Sterling, Spells, 
Pérez, A. (2022) Precise Estimation for the Age of 
Initiation of Tobacco Use Among U.S. Youth: Finding from the 
Population Assessment of Tobacco and Health (PATH) Study, 
2013-2017. Journal of Biostatistics and Biometrics. Accepted 
October 26/2022. PMCID forthcoming

2. Bluestein, M.A., Arnold E. Kuk, Baojiang Chen, Melissa B. 
Harrell, Pérez, A. (2022) Associations between percep-
tions of e-cigarette harmfulness and addictiveness and 
the age of e-cigarette initiation among the Population 
Assessment of Tobacco and Health (PATH) youth. Tobacco 
Use Insights, 15, October/2022. https://journals.sagepub.com/
doi/10.1177/1179173X221133645. PMCID forthcoming

3. Chen, B., Spells, C.E., Bluestein, M.A., Kuk, A.E., Harrell, M.B., 
Pérez, A. (2022) The impact of perceptions of harmfulness 
and addictiveness on the age of initiation of cigar product 
use among youth: Findings from the Population Assessment 
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of Tobacco and Health (PATH) study, 2013-2017. Frontiers in 
Public Health. Accepted Sep 13/2022. Published Oct 5/2022. 
https://doi.org/10.3389/fpubh.2022.882434 PMCID forth-
coming.

Novie Younger-Coleman, IBS-RCAC member and senior lecturer in 
Biostatistics at the Caribbean Institute for Health Research at  the 
University of the West Indies, Mona Campus lead analysis of data 
for results presented in the journal article entitled “Who moves in 
vulnerable Caribbean neighborhoods? Positive deviance for phys-
ical activity: Findings from the Jamaica health and Lifestyle Survey 
2017 (JHLS III)”.  This paper highlighted factors associated with 
the positive deviant status of Jamaicans aged 15 years and older. 
Positive deviants were defined as persons who achieved moderate 
to high levels of physical activity in a typical week although they 
lived in a community they perceived to be vulnerable.  Analysis of 
the data featured use of summary statistics, assessment of bivariate 
associations  and multiple regression models for which  parameter 
estimates were corrected for the complex sampling design used 
for the survey. Results of the F-adjusted mean residual test (Archer 
and Lemeshow, 2006) and the Wald test were used to determine 
the models that best predicted the positive deviant status. 

The citation and web-based links to the journal article are as follow:

C. Cunningham-Myrie, K.P. Theall, N. Younger-Coleman, J. 
Wiggan, S. McFarlane, D. Francis, N. Bennett, M. Tulloch-Reid, 
T.S. Ferguson, T. Davidson, I. Govia, N. Guthrie-Dixon, W. Aiken, 
A. Grant, K. Webster-Kerr, R. Wilks. Who moves in vulnerable 
Caribbean neighborhoods? Positive deviance for physical activity: 
Findings from the Jamaica health and Lifestyle Survey 2017 (JHLS 
III),Preventive Medicine Reports, Volume 30, 2022, 101998, ISSN 
2211-3355. https://doi.org/10.1016/j.pmedr.2022.101998 https://
www.sciencedirect.com/science/article/pii/S2211335522003059

Reference List

Archer, K.J., Lemeshow., S. Goodness-of-fit Test for a Logistic 
Regression Model Fitted using Survey Sample Data, The Stata 
Journal., 6 (1) (2006), pp. 97-105, 10.1177/1536867X0600600106

Contributed by: Novie Younger-Coleman Ph.D., Senior Lecturer/
Statistician, CAIHR-UWI, Mona, Jamaica, e-mail: novie.younger@
uwimona.edu.jm 

Novie Younger
Biometric Bulletin Correspondent 

Eastern Mediterranean Region (EMR)
The 12th International Conference of the International Biometric 
Society’s Eastern Mediterranean Region will be held in İzmir, 
Turkey on May 15-18, 2023. The abstract submission dates are 
February 15 – April 15, 2023. Please visit the conference website at 
https://emr2023.erciyes.edu.tr/. The Linkedin and Twitter accounts 
of the conference are https://www.linkedin.com/groups/9210593/  
and EMR 2023 (@emr_2023). The conference venue is Ege Palas 
Hotel (https://emr2023.erciyes.edu.tr/venue)

Daniel Nevo
Biometric Bulletin Correspondent 

Eastern North American Region (ENAR)
ENAR Officers

ENAR is delighted to announce the election of President-Elect 
Renee’ H. Moore and Secretary Alisa J. Stephens-Shields who will 
join the incoming president Leslie McClure, past president Simone 
Gray, and treasurer Qi Long. ENAR also heartily congratulates 
newly elected Regional Committee (RECOM) members Veera 
Baladandayuthapani, Adrian L. Coles, and Sandra E. Safo. The entire 
ENAR membership expresses sincere appreciation to all candi-
dates. We are truly fortunate to have many outstanding members 
willing to commit time and energy to serve the profession and 
organization.

2023 ENAR Spring Meeting

The 2023 Spring Meeting of the IBS Eastern North American 
Region will be held  March 19-22, 2023 at JW Marriott in Nashville, 
TN. Detailed information on the conference can be found at 
https://enar.org/meetings/spring2023/index.cfm. The meeting will 
bring together researchers and practitioners from academia, indus-
try, and government, connected through a common interest in 
Biometry. The meeting will once again be phenomenal, offering a 
fantastic program of short courses, tutorials, and roundtables.

The program committee, which is made up of 14 ASA section 
representatives, 6 at-large ENAR members, and a representative 
from JEDI, has put together a diverse invited scientific program. The 
sessions will cover a wide range of topics in biostatistics, including 
causal inference, clinical trial design, Bayesian analysis and inference, 
precision medicine, medical imaging, diagnostics and wearable 
device investigations, microbiome and omics studies, and machine 
learning. Other sessions will cover career development, collabora-
tive research, and a look back at the history of biostatistics as IBS 
celebrates its 75th anniversary. The IMS Program Chair, Xuan Bi 
(University of Minnesota), has organized complimentary sessions 
on statistical genetics and genomics, machine learning methods in 
biomedical data science, causal inference, brain connectivity and 
brain imaging genomics, clinical trial design, as well as emerging 
topics such as distributed health data analysis, data privacy, individu-
alization, and mobilization. The IMS Medallion Lecture has returned 
after a brief break! Professor Hongyu Zhao (Yale School of Public 
Health) will speak about statistical issues in genome wide associa-
tion studies. A complete listing of the many invited sessions to be 
presented at the meeting can be found at https://enar.org/meetings/
spring2023/program/Invited_Preliminary_Program.cfm. 

The educational program assembled by the Educational Advisory 
Committee will provide many opportunities for ongoing learning 
through a variety of short courses, tutorials, and roundtables. We 
are grateful to all the instructors and leaders willing to share their 
expertise with attendees. The program will consist of 3 full-day and 
4 half-day Short Courses, with topics including methods for causal 
inference, clinical trials, Bayesian methods, programming in Julia. 
There will be six Tutorials across a range of topics, including: inter-
acting with the media, transcriptome data methods, use of smooth-
ing and splines, and service on Data Monitoring Committees. Their 
Roundtable luncheons will provide a more focused discussion with 
distinguished statisticians in an informal setting with a small number 
of attendees. They will cover a variety of topics, both professional 
development and statistical, including the use of causal inference 
in collaborative research, nominating for and being nominated for 
awards, and building and maintaining a research group. These will 
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provide an excellent opportunity to interact with some of the 
outstanding ENAR leaders! Special thanks to the members of the 
Educational Advisory Committee — for their guidance in an out-
standing educational program.

The ENAR 2023 Presidential Invited Address will be delivered by 
Dr. Sally Morton, Executive Vice President of Knowledge Enterprise 
at Arizona State University, and Professor in the College of Health 
Solutions and the School of Mathematical and Statistical Sciences. 
Dr. Morton’s research focuses on evidence synthesis, particularly 
meta-analysis, and patient-centered comparative effectiveness. 
Morton served as the 2009 president of the American Statistical 
Association (ASA). She is a Fellow of the ASA, the American 
Association for the Advancement of Science, and the Society for 
Research Synthesis Methodology. She received the Janet Norwood 
Award and the ASA Founders Award. The talk is titled ‘Biostatistics 
in the Decisive Decade’. Please visit https://www.enar.org/meetings/
spring2023/program/Presidential_Invited_Address.cfm for more 
details on ENAR 2023 Presidential Invited Address.

The ENAR 2023 Spring Meeting will feature additional activities 
for networking and career development. Throughout the meeting, 
the Career Placement Center will take place to aid those seeking 
employment.

ENAR owes big debts of gratitude to everyone involved in the 
planning of the ENAR 2023 Spring Meeting. ENAR is particular-
ly grateful to the program chair, Elizabeth Handorf (Fox Chase 
Cancer Center), and associate chair, Sameera Wijayawardana (Eli 
Lilly), as well as contributions from many ENAR members

2023 JSM, Ontario, Canada

The 2023 Joint Statistical Meetings will be held in Ontario, Canada 
from 05-10 August 2023. ENAR is grateful to Liangyuan Hu at 
Rutgers University (lh707@sph.rutgers.edu) for representing us to 
the Program Committee. The theme for the 2023 meeting is “One 
Community: Informing Decisions and Driving Discovery.”

2024 ENAR Spring Meeting, Baltimore, MD, USA

The 2024 ENAR Spring Meeting will be held in Baltimore, Maryland, 
USA, from 10-13 March 2024, at the Marriott Baltimore Waterfront.

ENAR Webinar Series

As part of ENAR’s education initiative, ENAR webinar (“webE-
NAR”) promotes continuing education for professional and stu-
dent statisticians by disseminating cutting-edge knowledge to our 
membership. Registration and details for ENAR webinars can be 
found at: https://www.enar.org/education/.

Saptarshi Chakraborty
Biometric Bulletin Correspondent 

 

French Region (FR)
Some news from the French Region of the IBS “Société Française 
de Biométrie (SFB)”

Coming events of the French Region of the IBS include:

• The annual Biostatistics Days, a joint conference with 

the research group “Statistics and Health”, and the group 
“Biopharmacy and Health” of the French Society of 
Statistics (SFdS), November 17-18, 2022 in Rennes, France. 
Invited speakers are Marc Cuggia (Inserm, Univ. Rennes 1), 
Cécile Proust-Lima (Inserm, Univ. Bordeaux), and Sarah 
Zohar (Inserm, Paris Santé Campus). The French Region 
of the IBS will hold its annual general meeting during this 
conference.

• The Young Researcher Day, January 19, 2023 in Rennes, 
France, where the Daniel Schwartz PhD dissertation prize 
will be awarded (12 applications are currently under evalua-
tion). The keynote speaker will be Jean-Louis Foulley, named 
this year Honorary Life Member of the IBS.

More information can be found on our website https://sfb.pages.
math.cnrs.fr/asso/

Anne Thiébaut 
Biometric Bulletin Correspondent

German Region (DR)
Summer School: Resampling

The Working group Nonparametric Statistics organized a sum-
mer school on Resampling Methods and their application. The 
event was a joint venture with the Austro-Swiss-Region (ROeS) 
and the Austrian Statistics Society (ÖSG). Frank Konietschke 
(Berlin), Paavo Sattler (Dortmund), Ekkehard Glimm (Novartis) 
and Tobias Mütze (Novartis) brought insights into Bootstrap and 
resampling methods as well as their application in academia and 
industry. The group discussed When and How different kinds of 
bootstrapping and permutation tests work and analyzed various 
data examples using R in practice sessions.

Frank Konietschke and Reinhard Vonthein

Teaching and Didactics

The working group of Teaching and Didactics in Medical Biometry 
met in Saarbrücken (Germany) and virtually, September 22nd 
to 23rd 2022. We had invited talks from Berlin, Bordeaux and 
Saarbrücken as well as numerous contributed talks and inspiring 
discussions in a group of approximately 20 people. The titles of 
the talks are listed in the following as well as detailed abstracts 
can be found here. 

Titles of the talks: Teaching Bayesian statistics during a pandemic: 
lessons learned (Boris Hejblum), A didactic experiment on fishing 
expeditions (Maximilian Mandl), Virtual and blended learn-team 
coaching in a statistics module (Susan Pulham), Pe(e)rspectives 
on Peer-review (Jess Rohmann), Statistics software JASP – first 
experiences from use and teaching (Dirk Schomburg), Micro 
learning in teaching biometry (Jakob Schöpe), Statistics and 
Beauty (Christel Weiß).

Moreover, the working group of Teaching and Didactics in Medical 
Biometry is very active in interdisciplinary workshops on learning 
goal-oriented curriculum developments through numerous work-
shops. Details on the current work can be found here. 

Carolin Herrmann and Reinhard Vonthein
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Integrated Multi-omics Analyses

Working group Population Genetics and Genome Analysis held 
an online symposium on October 19th 2022, that was attended 
by 60 participants. Speakers and their topics were:

Diptavo Dutta, National Cancer Institute, US: Aggregative trans-
eQTL analysis to detect trait-specific target gene sets using sparse 
canonical correlation analyses

Johannes Hertel, University Medicine Greifswald, GER: Integrating 
constraint-based modeling with association studies for causal inference 
on omics data

Malte D. Luecken, Helmholtz Munich, GER: Benchmarking data 
integration to build a single-cell reference atlas of the human lung

Martin Treppner, University of Freiburg, GER: The performance of 
deep generative models for learning joint embeddings of single-cell 
multi-omics data

Pascal Schlosser and Reinhard Vonthein

Spatial Statistics

IBS-DR working group Spatial Statistics joined up with working 
group Medical Geography and Geographic Health Research 
(German Geographic Society DGfG) for a workshop on „COVID-
19: Die meaning of spatial perspective for understanding of 
pandemy and pandemy preparedness”. Forty participants were 
reached by almost thirty contributions, eleven of which were 
streamed. https://med-geo.de. 

Reinhard Vonthein and Johannes Dreesman

Online Seminar Series

The German region organizes an online seminar series. The first 
installment was by IBS honorary member Martin Schumacher on 
“Randomization and aspects of causal inference in clinical stud-
ies” (in German) on October 19th. More than 170 participants 
attended. The next one will be on December 15th, 2022, 1 to 2 
o’clock p.m. (CET) by IBS president elect Iris Pigeot and Barbara 
Schweitzer on “How to successfully apply for a DFG grant and 
what funding programs are there?” (in German). Interested? Sign 
up for the newsletter announcing new installments. https://tinyurl.
com/4pey9exv 

Reinhard Vonthein and Annette Kopp-Schneider

 

Italian (RITL) Region
Article 1

The Italian Region organized the 29th Edition of the residential 
course on “Statistical methods in applied research” (September 
5-8th). After the limitations due to COVID, the course final-
ly returned to the usual in-person format in Torino and was 
attended by approximately 20 people, mainly working on clinical 
research. We would like to thank the 4 young and enthusiastic 
instructors (Marika Vezzoli, Matteo Rota, Chiara Brombin, and 
Davide Bernasconi), two valuable tutors (Matteo Petrosino and 
Danilo Petti), and the course organizer Marialuisa Restaino.

Article 2

We are pleased to announce that the biennial 13th IBS-Italian 
Region Conference will be held in Milano, organized by the 
University of Milano-Bicocca. In the tradition of having the Italian 
Region Meeting open to international links, this will be a joint 
Conference with the International Society of Clinical Biostatistics 
(ISCB), 27-31 August 2023. The Local Organizing Committee 
(LOC) comprises Maria Grazia Valsecchi (Chair) and Paola 
Rebora (Treasurer), while the Scientific Programme Committee 
will have Stefania Galimberti as Chair. The call for abstract will 
open in January and the deadline for submission will be March 
10th, 2023. Visit the conference website for more information 
and updates (https://www.iscb2023.info). We look forward for an 
exciting conference where the IBS community is welcome

Francesco Stingo
Biometric Bulletin Correspondent 

Japanese (JR) Region
The 2022 Japanese Joint Statistical Meeting

The Japanese Joint Statistical Meeting was on 4-8 September 
2022, in hybrid combining online and onsite at Seikei University, 
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Tokyo, Japan. This meeting was hosted by the Japanese Federation 
of Statistical Science Association, which consists of six sponsor-
ing organizations, including the BSJ. The BSJ organized the 40th 
Anniversary Biometric Symposium. In this symposium entitled 
“Recent Advances and Further Developments in Biometrics”, the 
BSJ invited outstanding researchers to discuss this topic. The BSJ 
organized the Young Biostatisticians Award session. Dr. Sugasawa 
(The University of Tokyo), the winner of this award, made an 
excellent presentation, entitled efficient screening of predictive 
biomarkers for individual treatment selection.

Takashi Daimon
Biometric Bulletin Correspondent

Meetings:
3-7 September

The 2023 Japanese Joint Statistical Meeting

via online and onsite at Kyoto University, Kyoto, Japan

The Netherlands (BMS-ANed)
https://www.vvsor.nl/biometrics/ 

 The BMS-Aned is catching up with in-person scientific events! This 
year’s fall meeting took place in Amsterdam on Friday, October 
7th, on Shrinkage methods: novel perspectives and applications. 
Approximately 50 people attended this meeting featuring a panel of 
three speakers:

• Maarten van Smeden, University Medical Center Utrecht: 
Shrinkage in medical prediction: the poor man’s solution for an 
inadequate sample size?

• Sara van Erp, Utrecht University: Bayesian shrinkage methods: 
Priors, considerations, and possibilities.

• Erik van Zwet, Leiden University Medical Center: Lifting the 
Winner’s Curse.

The scientific part was closed by a stimulating discussion led by our 
host Mark van de Wiel (Amsterdam University Medical Center). 
Presentation slides are available online.

On the occasion of the 75th anniversary of IBS, Mark van de Wiel 
(President of BMS-ANed) shared highlights from the Society’s past 
inspired by the new book of Lynne Billard titled “History of the 
International Biometric Society.” A paper copy was available for the 
attendees to preview.

Before the end of the meeting, changes in the BMS-Aned board were 
announced: Joanna in ‘t Hout (Radboud University Medical Centre) 
and Said el Bouhaddani (University Medical Center) have left the 
board. Thank you, Joanna and Said, for your active involvement in 
our meetings and the organization of our activities. Joanna in ‘t Hout 
has also served as the regional correspondent for the Biometric 
Bulletin. This role has now been taken over by Roula Tsonaka (Leiden 
University Medical Center). 

Finally, we announced that nominations for the Hans van Houwelingen 
Biometry Award 2022 are now welcome. Every two years, the BMS-
ANed rewards the best paper published in a refereed journal in the 
Biostatistics and Biometrics field. The eligibility criterion is that the 

first author has a Dutch affiliation (as indicated in the manuscript) or 
Dutch nationality. This time the award will cover papers published in 
2020 and 2021. The winning paper will be chosen by an international 
jury installed by the board of BMS-ANed. Nominations – including 
a PDF of the article – should be sent before January 16, 2023, to 
the BMS-ANed board: bmsaned@gmail.com. Only one ‘first author’ 
paper can be submitted per person. The conditions and previous 
winners of the Hans van Houwelingen Award can be found online.  

Our next event is the third online seminar in the Biostatistics Seminar 
Series which will take place on Thursday, November 24th, 16h-17h 
on Software tools for statistical modeling and scientific computing 
by Maren Hackenberg (University of Freiburg). More details on this 
event will follow in the next issue of the Biometric Bulletin.

Photos: 

1. Maarten van Smeden, University Medical Center Utrecht

2. Sara van Erp, Utrecht University

3. Erik van Zwet, Leiden University Medical Center

4. Mark van de Wiel, Amsterdam University Medical Center

Roula Tsonaka 
Biometric Bulletin Correspondent

Dutch region Aned donated the funds from Prof. 
Corsten Foundation to IBS 

In 1988, the Professor Corsten Biometry Foundation was established 
to support biometrics researchers from low and middle income 
countries in developing their careers. Since its establishment the 
foundation financially supported several researchers by funding their 
travels to international meetings. Professor Leo Corsten passed away 
in 2013. He played an important role in the Dutch region ANed as its 
chair during the years 1976-1978 and in the international biometric 
society, as witnessed by his honorary IBS membership. The estab-
lishment of the foundation testifies of his involvement going further 
than research on statistics alone. As the foundation has been fairly 
dormant over the last 20 years, the ANed general assembly decided 
to transfer the funds (around 4,500 euro) to the IBS. The IBS board 
welcomed the donation and stated that it will be used for goals in 
the spirit of the Corsten foundation. 

Mark van de Wiel
Chair ANed

Polish Region (GPol)
The 51st International Biometrical Colloquium in honor of the 
80th Birthday of Professor Mirosław Krzyśko took place on 11-14 
September 2021 in Szamotuły, near Poznań. The conference was 
organized by the Department of Mathematical and Statistical 
Methods of the Poznań University of Life Sciences. The chairman 
of the organizing committee was Professor Małgorzata Graczyk.
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This jubilee conference was devoted to the 80th Birthday of 
Professor Mirosław Krzyśko, Polish mathematician and statisti-
cian, a full professor of mathematical sciences, who specializes in 
mathematical statistics and probability theory. Professor works 
at the Interdepartmental Institute of Mathematics and Statistics 
at The President Stanisław Wojciechowski State University of 
Applied Sciences in Kalisz and also at the School of Socio-
Economics in Środa Wielkopolska. Moreover, He is the Professor 
Emeritus at the Faculty of Mathematics and Computer Science 
at the Adam Mickiewicz University in Poznań. Professor Krzyśko 
is an active member of many Polish and international societ-
ies: The International Biometric Society, The Polish Biometric 
Society (PTB), The Polish Mathematical Society (PTM), The 
Polish Statistical Society (PTS), and The Institute of Mathematical 
Statistics, among others. He is currently a member of the Editorial 
Committees of many mathematical and statistical journals. The 
first day of the 51st International Biometrical Colloquium con-
ference was devoted to His didactic, scientific, and organizational 
activities, and it was an occasion for congratulations from col-
leagues from many scientific centers.

Figure 1 The participants of the conference express their wishes and 
congratulations to Professor Krzyśko.

The conference was attended by biometricians from Poland and 
Czech Republic. There were five plenary sessions with 16 oral 
presentations and one poster session with 7 posters. We had a 
good occasion for scientific discussions and making interpersonal 
relations.

Figure 2 Conference participants and guests of the jubilee ceremony

During the conference, the General Assembly of the Polish 
Biometric Society (PTB) took place, and new members of the 
Society’s Board and Scientific Council were elected. Professor 
Graczyk became the President of PTB, and Professor Anna Budka 
became the Vice-President. Next, there was a meeting of the Polish 
section of IBS (GPol), while the IBC2022 conference in Riga was 
reported and new representatives were elected from among Polish 
IBS members. Professor Małgorzata Graczyk became the president 
of the GPol section, Professor Agnieszka Kubik-Komar became the 
IBS Representative Council, and Elżbieta Kubera became the new 
correspondent.

I would like to express our great thanks to the Organizers of the 
51st International Biometrical Colloquium for plenty of work and 
effort in making our participation in the conference very fruitful 
and successful. The 52nd International Biometrical Colloquium will 
be organized near Poznań next year. We invite biometricians to 
take part in this event.

Elżbieta Kubera
Biometric Bulletin Correspondent

Spanish Region (RESP)
XVIIIth Spanish Biometric Conference

The XVIIIth Spanish Biometric Conference was held 
in Madrid between the 24th and 27th of May 2022. This 
edition of the conference, attended by 113 researchers, of which 
45 were students (40% of attendees), was hosted by Universidad 
Carlos III de Madrid with the collaboration of Rey Juan Carlos 
University.

Special mentions are deserved by the Local Organizing Committee, 
led by María Durbán, and the Scientific Committee, led by María 
Eugenia Castellanos, given the excellent organization and high sci-
entific quality of the conference. In particular, the Scientific Program 
included an introductory course (by Diana Gómez Barroso and 
Rebeca Ramis Prieto, form Instituto de Salud Carlos III); four plena-
ry sessions (Geert Verbeke from Leuven Biostatistics and statistical 
Bioinformatics Centre, Christel Faes form Hasselt University, Kerry 
Mengersen from Queensland University of Technology and Pere 
Puig from Universitat Autònoma de Barcelona and four invited ses-
sions. Two invited sessions were dedicated to the Young Statistician 
Showcase, allowing 10 young researchers, previously selected by 
the Scientific Committee among 21 candidates, to present their 
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work. There was also an EMR-Portuguese Session, funded by the 
International Biometric Society, and a session organized by the 
Spanish epidemiology society with five speakers each. The rest of 
the speakers (up to 51) participated at the 11 parallel thematic 
sessions (Statistical Methods in Medical Research, Survival analysis, 
Bayesian Statistics, Omic Data, Sport, etc.). Finally, a total of 13 
posters were presented and discussed in a very interesting session.

Also, a nice social program was planned, from the welcome cock-
tail on the evening of May 24th in Hotel Princesa Plaza Madrid to 
the Gala Dinner on Thursday 26th in La Masia restaurant. A very 
interesting, guided visit to the Los Austrias neighborhood at the 
city center was also performed on Wednesday the 25th. During 
the visit, several places from this neighborhood were visited as 
Palacio Real, Plaza Mayor, etc.

Gala Dinner

XVIIIth Spanish Biometric Conference

VIth Student Conference of the Spanish Region

From September 14 to 16, 2022, Valencia held the 
6th Student Conference of the Spanish Region of the 
International Biometric Society (REsp), which was celebrated in 
the mathematics faculty of the Universitat de València (UV), in 
Burjassot’s campus.

The scientific program included seven oral sessions that covered 
a wide range of interesting topics: software and tools, health, spa-
tial statistics, survival analysis, machine learning, biology and ecol-
ogy and genetics and causal inference. Moreover, there was also a 
poster session where participants could expose in three-minute 
talks their work.

The program also included a course, entitled “Be Bayesian my 
friend. An introduction to Bayesian inference”, given by Joaquín 
Martínez Minaya from Universitat Politècnica de València, and a 
round table on “The transversal role of statistics in the scientific 
community”, where David Conesa Guillén (UV), Elena Lázaro 

Hervás (Instituto Valenciano de Investigaciones Agrarias (IVIA)), 
María José Caballero (Generalitat Valenciana) and Antonio Vicent 
(IVIA) discussed interesting points related to the topic. Both, the 
course and the round table, were very dynamic and interactive 
sessions, where attendees were very participative.

This edition also held two special sessions. One of them refers to 
the history of the Conference, where David Conesa Guillén (UV), 
Natalia Vilor Tejedor (BarcelonaBeta Brain Research Center) and 
Irantzu Barrio (Universidad del País Vasco) explained the begin-
nings of this Conference which is held every year and a half and 
took place for first time in January 2015, also in Valencia. They 
explained the main aim that made them start planning these 
meetings as well as the evolution of the Conference, organized 
by and for young students of the REsp to create a warm space 
to grow and learn.

In addition, Anabel Forte (UV), president of the REsp, was invited 
to present her book entitled “¿Cómo sobrevivir a la incertidum-
bre?”, which awoke a lot of interest among the participants.

Participants also had time to socialize and discover Valencia. The 
Local Committee planned an activity where the participants took 
part in a guided tour, where through an online quiz designed by 
the Committee, participants had to walk around and discover 
important points of the city. All the groups competed among 
them, but the most important, they had a good time. Moreover, 
the Committee also organized a social dinner in a friendly space, 
called Saona, where all the attendees had the opportunity to get 
to know each other.

The 6th Student Conference of the REsp has received very good 
feedback, and the Organizing Committee wants to thank for the 
support received and congratulate all participants of this confer-
ence. It was a great success and we look forward to seeing you 
next year!

VIth Student Conference of the Spanish Region

Ester Boixadera
Biometric Bulletin Correspondent

Western North American Region (WNAR)
2023 WNAR/IMS meeting

The 2023 WNAR/IMS meeting WNAR/IMS meeting will be in 
Anchorage, Alaska from 18-21 June 2023. Anchorage is Alaska’s 
largest city, and is picturesquely located on the Cook Inlet.  The 
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Announcements & 
Upcoming Events

IBS, IBS Regional and Non-IBS Events and Meetings

Young Researcher Day
When:  Jan 19, 2023 from 09:00 to 17:00 (EET)

The Young Researcher Day, January 19, 2023 in Rennes, France, 
where the Daniel Schwartz PhD dissertation prize will be award-
ed (12 applications are currently under evaluation). The keynote 
speaker will be Jean-Louis Foulley, named this year Honorary Life 
Member of the IBS. https://sfb.pages.math.cnrs.fr/asso/ 

International Conference of the International 
Biometric Society’s Eastern Mediterranean Region
Starts:  May 15, 2023 09:00 (RTZ2)

Ends:  May 18, 2023 17:00 (RTZ2)

On behalf of the organizing committee, I warmly invite you to 

Chugach mountains, multiple national parks, and 60 glaciers are 
all a short drive away.  The WNAR conference is held in June, 
when the long summer days can be enjoyed.  Jiaqi Huang (Alaska 
Department of Fish and Game) is the Local Organizer, Audrey 
Hendricks (University of Colorado Denver) and Wen (Rick) 
Zhou, (Colorado State University) are the Program Chairs, and 
Charlotte Gard (New Mexico State University) is the Student 
Competition Chair.  Registration information and other details 
about the meeting will be posted to the WNAR site www.wnar.
org/wnar2023 as they become available.

2023 WNAR/IMS Invited Session Proposals

Invited session proposals are due December 10, 2022. Please see 
www.wnar.org/wnar2023 for details and submission form.

2023 WNAR Student Paper Competition 

WNAR sponsors students who enter the student paper com-
petition. All WNAR-region entrants receive their registration 
fees and banquet dinner ticket for free. Monetary prizes will be 
awarded to the best papers in written and oral competitions. 
Information on the 2023 WNAR Student Paper Competition, reg-
istration information, and program details for the meeting will be 
posted as they become available: http://www.wnar.org. We look 
forward to seeing you there.

WNAR Indigenous Student Travel Award

In 2023 WNAR will begin offering a travel supplement for an 
Indigenous student from within the WNAR region to attend our 
annual conference.  Eligible students include Indigenous peoples 
of North America and the Pacific Islands. Application information 
will be available at www.wnar.org Please encourage your students 
to apply.

Jessica Minnier
WNAR Secretary, Biometric Bulletin Correspondent

the 12th International Conference of the International Biometric 
Society’s Eastern Mediterranean Region (EMR 2023) event that will 
be held in İzmir, the beautiful city of Türkiye, on May 15-18, 2023.

We are happy to be able to hold this event face-to-face after a long 
time. We are trying to prepare an event that is rich in both sci-
entific and social aspects for you. EMR 2023 will include pre-con-
ference tutorials, invited sessions, round tables as well as oral and 
poster presentations. The themes of the conference will include 
topics, but are not limited to, related to ‘Statistics in the Pandemic 
and Post-Pandemic Period’ and ‘Biometrics in the Data Science 
Era’. The event will also include an honorary mini-symposium ded-
icated to marking the retirement of Professor Refik Burgut and 
Professor Ergun Karaağaoğlu. Both professors gave huge efforts 
to promote Biostatistics in both Türkiye and the EMR region. This 
symposium will take place in the afternoon of the first day of the 
event and will include invited talks.

İzmir is the third largest metropolitan city in western Turkey, 
as well as a port city on the tentative list of UNESCO World 
Heritage. With its 8500-year history, İzmir has hosted many civi-
lizations in its geography. Tepekule, which is the oldest and most 
historical city in the history of the West, was discovered in Izmir. 
The Temple of Artemis, one of the 7 wonders of the world, is in 
Ephesus. The conference venue of EMR 2023 is in the center of 
Izmir, within walking distance of Izmir Bay and the coastline. As 
part of the social program of the event, a social trip will be orga-
nized to Ephesus, The House of the Virgin Mary, and Sirince Village.

We will be very happy and honored to see you among us.

Sincerely,

Gökmen Zararsız

Conference Chair

https://emr2023.erciyes.edu.tr/ 

2023 Joint Statistical Meeting
Starts:  Aug 5, 2023 09:00 (ET)

Ends:  Aug 10, 2023 17:00 (ET)

The 2023 Joint Statistical Meetings will be held in Ontario, Canada 
from 05-10 August 2023. ENAR is grateful to Liangyuan Hu at 
Rutgers University (lh707@sph.rutgers.edu) for representing us 
to the Program Committee. The theme for the 2023 meeting is 
“One Community: Informing Decisions and Driving Discovery.”

View the meetings calendar here!

Is something missing? Would you like to add your meeting or 
event to our calendar? If so, please send an email to IBS@biomet-
ricsociety.org with the following information:

1. Event Title
2. Event Description & Location
3. Event Category (IBS Regional Event, IBS Event, Non-IBS Event)
4. Event Link
5. Start/End Date
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Participate in the IBS Members Community:
1. Sign in to biometricsociety.org with your existing credentials. Contact us if you need assistance. 

2. Visit your profile to update your personal information and edit privacy settings.

3. Click Community in the main navigation and select All Communities. Members will see a brand new IBS 
Members community to join.

4. After you join the community, be sure to click on the group Settings and customize Email Notifications so you can 
only receive the information you want (real-time updates, a daily digest, or no emails). You may set your preferred email 
address here as well. 

5. The final step, post an update or topic! This channel is for IBS members, the goal is to empower 6,000 colleagues 
worldwide to share their unique perspectives, reach out, and connect. It will take some time to cultivate these discussions 
organically so we appreciate your patience and also your input.

We welcome all comments and feedback about the new website. Let us know what you think!

Follow IBS on Social Media!

Twitter @IBSstats

Facebook @BiometricSociety

LinkedIn @International Biometric Society

Get Connected!
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