
Reading through 
my previous col-
umn has brought 
back vivid mem-
ories of the dif-
ficult decision 
process leading 
to holding an 
in-person IBC 
back in mid-July. I 
am very happy to 

report that the meeting was a great suc-
cess, with nearly 500 attendees enjoying 
an outstanding scientific program in the 
company of their peers (many of whom 
for the first time since the onset of the 
COVID pandemic), in the beautiful and 
welcoming city of Riga. The social events 
were another high point of the meeting, 
with the tours on Wednesday and the 
Gala dinner on Thursday being sold out.  
I will not elaborate further on IBC2022 
here, as the Organizing President, Geert 
Verbeke (Belgian Region), provides a 
more detailed and informative account 
of the event in his summary article 
about the meeting (also in this bulletin). 
Many kudos and our sincere gratitude to 
Geert, the IPC chair, Kerrie Mengersen 
(Australasian Region) and the rest of the 
IPC, the LOC co-chairs, Krista Fisher 
and Andrejs Ivanovs (both from the 
Nordic Baltic Region) and the rest of the 
LOC, the IBS Executive Director, Peter 
Doherty, and the rest of the IBO staff 
who supported the meeting, and the 
MCI representative, Jenna Beak.

As we celebrate the success of IBC2022, 
planning for IBC2024 in Buenos Aires, 
Argentina, is well underway. The com-
position of the International Program 

Committee (IPC) assembled by its 
chair, Dimitris Rizopoulos (Netherlands 
Region), has been enthusiastically 
endorsed by a vote of the Executive 
Board and the committee will soon start 
to work on putting together the scien-
tific program for the conference. The 
Local Organizing Committee (LOC), 
co-chaired by Silvia Sühring and Gabriela 
Cendoya (both from the Argentinean 
Region), is gearing up for its local plan-
ning activities. We’ll be sharing more 
information about IBC2024 as its plan-
ning progresses.

We continue to celebrate the 75th 
Anniversary of our society, with sever-
al activities already having taken place 
and others scheduled to happen till the 
end of the year. One of the highlights 
of IBC2022 was the session on the IBS 
75th Anniversary organized by the Club 
of Presidents, which featured a highly 
interesting and informative presentation 
by past-president Lynne Billard on the 
history of the IBS.  The presentation was 
based on material that Lynne surveyed 
from the IBS archives and coalesced into 
a book on the first 50 years of the IBS, 
which has just been published by Taylor 
& Francis. I highly recommend the book 
to all our members, and anyone interest-
ed in learning more about the rich his-
tory of our society and the many giants 
of our profession who have contributed 
to its establishment, growth and impact. 
We are very thankful to Lynne for hav-
ing undertaken this laborious task (and 
generously donated all royalties from 
the book to IBS) and look forward to 
future editions featuring the most recent 
25 years.
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President’s Corner 
Continued from p. 1

The inaugural lecture of the Distinguished Lecture Series, 
to be presented by Prof. Eric J. Tchetgen Tchetgen, from the 
Wharton School of the University of Pennsylvania is another 
event celebrating the 75 years of the IBS. By the time this col-
umn appears in the Biometric Bulletin, the presentation will 
already have taken place (it is scheduled for Sep 12, which is 
less than a week after the actual date of the IBS anniversary, 
Sep 6). Judging from the number of people who have already 
registered for the event (over 80 people at the time I write 
this), it’s certain to be a great success. Many thanks to Prof. 
Tchetgen Tchetgen for agreeing to be our first distinguished 
lecturer and to past-president Louise Ryan (Australasian 
Region) and Jim Todd (Tanzanian Region), for developing the 
concept of a Distinguished Lecture Series and helping make it 
a reality. Following the inaugural lecture, the program will be 
part of the activities sponsored by the Education Committee.

I would like to close with a shout out to the Mentorship 
Program, which is already getting considerable traction among 
IBS members, offering an invaluable opportunity for cross-re-
gional engagement and impact. In-person mentorship activities 

This colorful issue of the Bulletin just following IBC2022 should 
certainly have provided an overview of the conference to all the 
IBS members and especially to those who missed the oppor-
tunity of attending that in-person scientific event at Riga. I am 
grateful to the President IBS, Prof. José Pinheiro, the Organizing 
President IBC2022, Prof. Geert Verbeke, and the CAE & 
Executive Director IBS, Peter Doherty, with support coordi-
nating Staff at IBO, in taking the lead and the initiative towards 
enlightening us with their respective overall review write-ups. 
The valued independent appraisal by each authority comes out 
well together to cover the entire spectrum of the activities 
during conferencing not limited to the accounting of scientific 
fest but also giving a feel of enjoyment with stress reliving social 
events organized parallelly.

The ongoing Seventy-fifth year celebrations of IBS is another 
domain of academic interest and is outlined in Anniversary 
Corner. Continuing with our commitment to cover more 
and more regional efforts ‘Editorial updates’ columns include 
‘Biostatistics & Epidemiology’ an official journal of IBS Chinese 
region. We once again appreciate the role and initiative taken 
by Prof. Hans-Peter Piepho, EAC Chair, in motivating regional 

From the Editor
journals. The STRATOS group led by Prof. Willi Sauerbrei, has 
come out with a brief account of the achievements of the ini-
tiative during the past five years involving BB. We would expect 
a similar review by the Software Corner group led by our 
Associate Editor, Prof. Garth Tarr.  It is heartening to note that 
this time more than ten regional correspondents have reported 
to BB. As outlined earlier, we are optimistic that during the 75th 
Anniversary celebrations period the regional groups would be 
activated to organize special academic events like workshops 
and conferences and report to BB for its December 2022 Issue.

Ajit Sahai
Biometric Bulletin, Editor

were held during IBC2022, with Tarylee Reddy (South African 
Region) serving as a very effective spokeswoman for the pro-
gram during the conference. I encourage all of you to learn 
more about the program at the IBS website using the link above 
and to engage in it, either as a mentor, or a mentee (or perhaps 
both). This program is yet another IBS initiative started and 
developed by past-president Louise Ryan, in collaboration with 
members of the Mentorship Program Planning Committee, 
which is transitioning into the Mentorship Program Oversight 
Committee, under the Education Committee. Many thanks to 
all who have been involved and will move it forward.

José Pinheiro
International Biometric Society President

jcpinheir@gmail.com
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IBC2022 Report  

At the time of writing this contribution, the 31st IBC is a little more 
than one month behind us. The conference took place in Riga, July 
10-15, 2022, and the Nordic-Baltic region served as our host. You 
may recall that the 2020 meeting, originally scheduled to take place 
in Seoul, South-Korea, had to be replaced by a virtual version due 
to the COVID pandemic. So this year’s meeting was the first IBC 
since the Barcelona one, so the first one in four years.

Summer in Riga, Latvia 

For a long time, it was uncertain whether we would be able to hold 
the meeting. Until early 2022 the COVID situation was still very 
uncertain. Once COVID infection rates started to decrease world-
wide thanks to vaccination campaigns, the war between Russia and 
Ukraine initiated, implying a lot of uncertainty about who would 
be allowed and willing to travel to a country relatively close to the 
conflict zone. Nevertheless, we continued to prepare for an in-per-
son meeting, with biweekly online planning meetings. Due to the 
many uncertainties, the final decision to hold the meeting as sched-
uled could not be made until early May. Apparently, this was the sign 
many of our members had waited for. Indeed, registration numbers 
quickly increased once the decision had been broadly communi-
cated. Total attendance eventually turned out to be 491, less than 
at some previous IBC’s but still high given the circumstances. We 

welcomed attendees from 53 different countries. Almost 30% of 
the attendees were students, and almost 60% were IBS members.

The IBC 2022 Planning Group 

On Sunday July 10 we had a full day of short courses selected by 
the Education Committee, chaired by Annette Kopp-Schneider 
(German region). We had 6 short courses attended by 140 people 
in total. On Monday July 11, our president José Pinheiro (ENAR 
region) formally opened the conference during the well-attended 
opening session. Until IBC2018, the IBS president had traditionally 
given a presidential address during the opening session. Since the 
virtual IBC2020, this has been replaced by a presidential invited 
address given by a keynote speaker. This year, the keynote speaker 
was David Madigan (Northeastern University, USA) who talked 
about ̀ Real real-world evidence’ and presented a standardized pro-
cess for performing observational research that can be evaluated, 
calibrated, and applied at scale to generate more reliable and more 
complete evidence. During the rest of the conference, we had 20 
invited sessions, 46 contributed sessions, and 56 poster presenta-
tions, all selected by our International Program Committee, chaired 
by Kerrie Mengersen (Australasian region). Furthermore, there 
were several showcase sessions such as the Young Statisticians 
Showcase Session, the Biometrics Showcase Session, and the 
Statistics in Practice Session, amongst others. I would like to men-
tion in particular the special session celebrating the 75th anniver-
sary of our society during which former president Lynne Billard 
(ENAR region) gave a presentation about the first 50 years of our 
society, thereby drawing from the highly recommended monograph 
she recently published with Taylor and Francis.
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Biometrics Executive Editor Geert Molenberghs

IBS Past President Lynne Billard 

Her presentation was followed by a panel discussion involving 
some of the younger members of IBS who talked about how they 
would like to see the Society evolve and change in the future. 
The session was introduced and moderated by former president 
Geert Molenberghs (Belgian region). On Tuesday evening we had 
the traditional Honors and Awards Ceremony during which some 
of our members who have served our society in a very special 
way were recognized. Finally, we had the Closing Ceremony on 
Friday, during which the traditional IBC awards were announced.

The conference was held at the Radisson Blu Latvija Conference 
& Spa Hotel. All sessions, courses, committee meetings, exhibits, 
coffee breaks, and lunches took place on a single floor of the 
hotel and the layout was such that there was plenty of space 
for delegates to mingle and interact. We also had several social 
events at the conference venue. On Sunday, we had a well-at-
tended opening reception and on Monday the Young Statisticians 
met in the Skyline Bar on the 27th floor, for an evening full of 
drinks, food, and fun. As always at IBC, Wednesday was kept free 
of scientific meetings to allow delegates to explore Riga and its 
surroundings. Excursions offered included a guided walking tour 
in the old town, a boat tour with visit to the central market, 
and several bike and hike tours. Finally, the Thursday evening gala 
dinner at the Riga Society House was attended by 225 delegates. 
The local folk dance group Ackups (https://www.rsu.lv/en/folk-
dance-group-ackups) of the Riga Stradinš University provided 
some excellent entertainment during the dinner.

Gala Dinner entertainment from Riga Stradinš University 

A new feature during this IBC was an in-person component of 
the recently launched IBS Mentoring Program aiming at matching 
experienced professionals with members who are new to their 
career or thinking of branching out. During IBC, a dedicated room 
allowed  mentors and mentees to meet in person. Also, Tarylee 
Reddy (South-African region), who served as spokesperson for 
the IBS mentoring program at the meeting, set up a series of 
short talks with eminent members of the society, the recordings 
of which will soon be made available through the IBS website, as 
a resource for current and future mentees and mentors.

IBC 2022 was mostly paperless this year! 

A survey amongst attendees is still ongoing, so it is too early to 
have a complete picture on attendee satisfaction. Nevertheless, 
based on the many positive comments received at the meeting, I 
believe it is safe to conclude that the meeting has been success-
ful, from a scientific as well as social perspective. Attendees were 
particularly happy that the decision was made to meet in person 
rather than virtually or in a hybrid format. Admittedly, technology 
for online meetings has advanced enormously during the pan-
demic era, but when it comes to scientific and social interaction 
between peers, technology cannot replace traditional meetings 
and conferences such as IBC.

I want to conclude by thanking everyone who has contrib-
uted to the success of the meeting: The Local Organizing 
Committee, co-chaired by Andrejs Ivanovs and Krista Fischer; the 
International Program Committee, chaired by Kerrie Mengersen 
and logistically supported by Raiha Browning; the staff members 
of our International Business office, in particular Peter Doherty, 
Alexander Iula, and Danielle King, who served as key contact peo-
ple for the entire meeting; the staff members of our Conference 
Management Company, in particular Jenna Beak, for the logistic 
support on site and for chasing local vendors when many ven-
ues were  closed during the pandemic; my colleague-officers 
José Pinheiro, Vicente Nuñez Anton, and Henry Mwambi, who I 
could always rely on when tough decisions had to be made; the 
IBS Executive Board, for guidance and useful suggestions, and for 
trusting that the meeting would be successful; the various IBS 
committees responsible for selecting the educational program, 
for selecting awardees, for financial input, etc.; the organizers of 
the many invited and special sessions; the Nordic-Baltic region 
for hosting our meeting; and the many volunteers who provided 
logistic help during the conference, in particular Diāna Baltmane 
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As the days passed, and our IBS leadership and staff continued 
preparing for the International Biometric Conference in Riga, 
we also continued to follow the latest developments related to 
travel trends and restrictions, health and science news, and the 
seemingly unpredictable situation in Eastern Europe. At times, 
some doubted whether the meeting would take place. But in 
the end, our desire to bring the IBC back to the IBS member-
ship, and our support for Latvia and its people, ruled the day. 
And our community convened Riga, bringing with it a renewed 
energy and focus.

The Radisson Blu Conference Hotel and Spa in downtown Riga 
provided an excellent venue for the meeting and offered an 
intimate but modern space for the full program of talks, posters 
and IBS governance meetings. Days started early and ended late, 
while keeping the program to no more than 2 invited sessions 
and 3 contributed sessions in parallel to allow conference 
attendees a chance to experience much of the program in a 
“live” format. Many sessions have been recorded and will be 
offered to members, attendees and the general public soon.

The conference planners wished to offer lunches and coffee 
breaks onsite this year, due to the concern that finding a quick 
lunch in or near the hotel might prove challenging. A full lineup 
of walking, hiking and other leisure tours were also offered, 
allowing our attendees to see the rest of the city and the 
surrounding countryside on Wednesday, traditionally a pro-
gramming-free day at the IBC. And many took advantage of this 
opportunity! A special meeting point was established in the 
main foyer of the hotel from which most tours and excursions 
began. Our younger statisticians also enjoyed several opportuni-
ties to come together as a group during the conference, during 
our Monday evening Young Statisticians Reception on the 26th 
floor of the hotel, and our special showcase lunch organized 
by our LOC. New services were launched this year, such as an 
enhanced mobile app with the full proceedings and the capability 
for personalized schedules included with your attendee regis-
tration, and the brand new Mentor-Mentee Lounge organized 
by the Mentorship Program task force. A highlight of the con-
ference was the anniversary-themed Gala Dinner on Thursday 
at the Society House in downtown Riga. It would have been 
difficult not to be inspired by the golden domes, the friendly 
people and the excitement of coming together again for the first 

time in four years. A large number of the photos from this IBC 
will soon be made available online. Watch your e-mail for details.

 

Young statisticians at the rooftop social event, Riga

By The Numbers
Here are a few additional figures that have not yet been shared. 
For the 2022 IBC, we welcomed a diverse group of nearly 500 
registrants from 53 countries, which is lower than 2020 (our 
first ever virtual IBC) and 2018 but still quite impressive given 
the many travel and visa restrictions faced by our members 
and registrants. Just under 30% of our attendees were students 
and are currently studying at the Undergraduate or Graduate 
level. For young professionals at the start of their career, a large 
international conference can be a career-changing experience, 
especially coming out of the pandemic. IBS leaders welcome the 
opportunity to show our newest participants just how important 
they are to the future of this Society and our profession. We also 
hope that young statisticians, no matter their chronological age, 
are comfortable with and appreciate the importance that the IBS 
places on creating a culture of openness, engaged learning, and 
diversity in all its forms. Diversity and preservation of our natural 
resources were key topics on the minds of IBC planners in the 
lead up to the conference in Riga. 

A dozen of our attendees were from the host country of Latvia, 
which does not include the nearly two dozen students from Latvia 
and Estonia who assisted with onsite activities. The percentage of 
non-members attending also increased this year when compared 
to 2020, as 41% of our attendees self-reported as non-members. 

COVID was and remains a concern, though our data indicates 
that fewer than 10 cases were reported during and following the 
conference. Nevertheless, a total of 591 abstracts were submitted 
in support of the scientific program, with 446 of the abstracts 
being accepted for oral presentations. Nearly all of the remain-
ing abstracts were approved for poster status, with 60 posters 
approved for display during each of the two poster sessions 
(Monday/Tuesday, and Thursday/Friday). In addition, 7 short cours-
es and one Statistics In Practice course were selected for the IBC 
from a total of 22 submissions. Of the selected short courses, one 
course was canceled due to travel issues, and the remaining six 
were evenly split between full-day and half-day courses. The total 
number of short course attendees was 140.

International Biometric 
Conference Continued

from Riga University. Last but not least, I wish to thank all speak-
ers and attendees. Without them, there would have been no 
meeting. I’m very grateful that they had full trust in the confer-
ence organizers and were willing to travel to Riga. Let’s hope we 
can meet again in Buenos Aires (Argentina) for IBC2024, together 
with many more who were not able to attend this year.

Geert Verbeke (Belgian region)
IBC2022 Organizing President

 geert.verbeke@kuleuven.be
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Governance
Even with the travel difficulties experienced by many of our 
attendees, most of our governance meetings took place. Thanks 
to all committees who were able to meet to discuss the timely 
and pressing issues. A few meetings, regrettably, could not take 
place but will be held following the conference in a virtual for-
mat. The Executive Board had their usual half day meeting on 
Sunday, our Representative Council and Region Presidents and 
Officers met on Thursday for informal but useful discussions 
(with more Council business to be addressed soon via Zoom), 
and our General Members Meeting was held in Riga as scheduled. 
Our President, IBC Organizing President and Treasurer offered 
updates to the membership. It was also reported that previously 
announced bylaws changes had been approved online by the 
required number of members, thereby reducing the need for any 
formal votes during the Members Meeting.

Congratulations to our Awardees
Special thanks goes to all who participated in organizing 
Showcase sessions, our Major Awards program and travel awards 
programs, especially the Awards Fund Committee, chaired by 
Vilda Purutcuoglu, the members of Representative Council who 
reviewed the Young Statisticians submissions, led by Chair Agnes 
Kiragga, to Freedom Gumedze and Alice Richardson who were 
the IBS partners in the joint ISI/IBS Committee reviewing ISI 
applicants in the Young Ambassadors competition, the selec-
tion committees for the 2022 Florence Nightingale Award and 
Biometrics and JABES Best Paper awards, Cécile Proust-Lima 
and all the members of the YSS Competition Committee, and to 
all the International Program Committee and Local Organizing 
Committee members who participated in judging of the Best 
Student Oral and Best Poster competitions at the IBC.

Biometrics Best Papers
2020 - Hong, C., Salanti, G., Morton, S. C., Riley, R. D., Chu, H., 
Kimmel, S. E., & Chen, Yong.

Testing small study effects in multivariate metaāanalysis. 
Biometrics, 76(4), 1240-1250.

2021 - Tran, Trung Dung, Lesaffre, E., Verbeke, G., & Duyck, J.

Latent OrnsteināUhlenbeck models for Bayesian analysis of 
multivariate longitudinal categorical responses. Biometrics, 77(2), 
689-701. 

JABES Best Papers
2020 - Théo Michelot, Richard Glennie, Catriona Harris, and Len 
Thomas

Varying-Coefficient Stochastic Differential Equations with 
Applications in Ecology. JABES, Volume 26, Number 3, Pages 
446–463

2021 - Giri Gopalan and Christopher K. Wikle

A Higher-Order Singular Value Decomposition Tensor Emulator 
for Spatiotemporal Simulators. JABES, Volume 27, Number 1, 
Pages 22–45

Young Statistician Showcase Winners
Europe:  Gabriel Calvo Bayarri (Spain)

Bayes factors from posterior outputs for model comparison in 

Bayesian longitudinal models

North America: Colleen Chan (USA)

Nonparametric estimation of the Potential Impact Fraction and 
the Population Attributable Fraction with individual-level and 
aggregated data

Africa: Sharon Okwomi (Kenya)

Bayesian Methodology and Malaria Modeling

Europe: Oliver Hines, (UK)

Variable importance measures for heterogeneous causal effects

Africa: Noëlle van Biljon (South Africa)

Identification of Latent Classes of Anthropometric Growth and 
their Predictors within a South African Cohort

 

Young Statistician Showcase winners pose for a photo 

Travel Award Winner 
Argentinean: Cecilia Bruno

Brazilian: Paulo Henrique Sales Guimarães

Argentinean: Monica Balzarini

Nigerian: Ebun Dosumu

At-Large: Zakir Hossain

Malawi: Jupiter Simbeye

Indian: Gajendra Vishwakarma

Nigerian: Yankam Brenda

Kenyan: Collins Okoyo

Nigerian: Chisimkwo John

Malawi: Nicholas Siame Adam

South African: Carlyle McCready

Ugandan: Charles Natuhamya

At-Large: Zvifadzo Matsena Zingoni

Kenyan: Carol Ogira

Pakistan: Mustafa Mumta 

Each travel award has been asked to provide a report of their 
time during the IBC. Over the next few issues of the Biometric 
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Bulletin, you will be able to read about their experiences. We hope 
you enjoy!

Thanks to our Travel Awardees for joining us in Riga! 

IBS Major Award Winners
The Rob Kempton Award for Outstanding Contribution to the 
Development of Biometry in the Developing World is present-
ed to Mary Lou Thompson, Research Professor Emerita 
Biostatistics, University of Washington, to honor her significant 
contributions and longtime commitment and passion devoted 
to the advancement of biometry in South Africa. Mary Lou was 
unable to join us in Riga due to travel difficulties.

The Award for Outstanding Contribution to the Development 
of the International Biometric Society is presented to Jürgen 
Kübler, QSciCon - Quantitative Scientific Consulting in Marburg, 
Germany for his long record of serving in regional and interna-
tional leadership roles, and for cross collaboration that has helped 
to strengthen our Society and its Regions.

Congratulations go to the following IBS members for their eleva-
tion to Honorary Life Membership status. Past President 
Lynne Billard was honored for her work in fostering connec-
tions between the Regions and the parent organization, efforts 
to promote the advancement of women and other professionals 
from marginalized populations, and tireless efforts on behalf of 
the IBS and ENAR for nearly five decades. Congratulations also 
to Jean-Louis Foulley for always seeking the practical appli-
cations of his work, for his influence and involvement within the 
French Biometric Society, and for his enthusiasm while serving 
in several key editor and scientific program roles for the Society, 
including the Dublin and Florianopolis International Biometric 
Conferences. Past President Elizabeth Thompson was also hon-
ored for her research in statistical genetics and pedigree analysis, 
with influential works spanning across several decades, and for 
her active involvement in the IBS since the 1970s, culminating in 
her election to serve as Society President from 2016-2017.

IBS President José Pinheiro with Honorary Life Member Lynne Billard 

Florence Nightingale Award
First awarded in 2020 during the 200th anniversary of Florence 
Nightingale’s birth, the Society intends to co-sponsor this award 
during every IBC year with the Caucus for Women in Statistics 
(CWS). The Florence Nightingale Award is given to the most 
outstanding eligible candidate who was selected for an IBC 2022 
oral presentation and has demonstrated exceptional scholar-
ship. Candidates who have a record of services and care for 
the cause of women and other honorable causes that raise the 
standing of disadvantaged groups in the profession, as evidenced 
by their application, will be viewed favorably. This year’s win-
ner is Colleen Chan, Yale University, USA, for her talk titled 
Nonparametric estimation of the Potential Impact Fraction and 
the Population Attributable Fraction with individual-level and 
aggregated data. The runner-up this year is Christine Wallisch, 
Medical University of Vienna, Austria, for Regression Modeling for 
Medical Research. Well done, Colleen!

Congratulations also to the ISI Travel Awardees! The 
awardees included Marcelo Bourguignon Pereira, 
Department of Statistics, Federal University of Rio Grande do 
Norte, Natal, Brazil and Suryo Adi Rakhmawan, Statistics of 
Population and Employment Directorate, BPS-Statistics Indonesia; 
Department of Statistics and Mathematics, King Fahd University 
of Petroleum and Mineral, Saudi Arabia.

The Best Paper Award was presented to Daniel Goman, 
for Continuous Time Control Charts, and the Best Poster 
Awards were presented to Juan Gonzalez-Hijon (Poster 
Presentation by a Student), for Unraveling the link between 
sleep and mental health during the covid-19 pandemic, and to 
Theresa Ullmann, for Over-optimism in unsupervised micro-
biome analysis.

A new award this year brought a bit of fun to the Closing 
Ceremony, and that was the Highest Mobile App Points Winner! 
Congratulations to Samuel Kilian, whose mobile app prowess was 
unmatched!

Looking Forward
In addition to a variety of thank-yous and IBC awards being 
announced, the Friday Closing Ceremony offered a preview of the 
32nd International Biometric Conference, which will take place 
in Buenos Aires, Argentina in December, 2024. Thanks to María 
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Gabriela Cendoya for offering a glimpse of what’s in store.

Special Recognition
During our ceremonies this week, we thanked several volun-
teers whose terms have ended after having provided excellent 
leadership for the Society. Congratulations to Biometrics outgo-
ing editors Alan Welsh (Co-Editor, 2020-2022) and Mark Brewer 
(Co-editor 2019-2021), and JABES outgoing Executive Editor 
Brian Reich (2019-2021), for a job well done!

Thanks go to David Madigan, Provost and Senior Vice President 
for Academic Affairs at Northeastern University for his 
thought-provoking Presidential Keynote, with introductions 
from IBC Organizing President and Professor Geert Verbeke 
from the University of Leuven, and José C. Pinheiro, the current 
President of the Society.

We should also mention the development of our first ever 
pre-conference virtual session, Career Advice for Young 
Statisticians, held on June 23 and offered by the social events 
task force organized by Sayantee Jana and Shili Lin. An enthu-
siastic crowd joined us for this session, which is now available 
online. Thanks to all our panelists! This task force should also be 
recognized for their work in preparing many video interviews 
and posters honoring some of our IBS Past Presidents, with a 
particular focus on our past women Presidents. Attendees had 
the opportunity to view much of this content during the IBC 
through the use of QR codes outside the meeting rooms. This 
work, along with Past President Lynne Billard’s excellent history 
session with Geert Molenberghs and a special anniversary panel 
on Tuesday, was an appropriate way to begin our celebration of 
the Society’s 75th anniversary.

Thanks also to everyone who proposed, organized, or chaired 
sessions, to all who submitted abstracts, and to all the partici-
pants who traveled to Riga and presented their research either 
orally or as a poster. And lastly, special thanks go out to our 
exhibitors and those providing corporate support for the meet-
ing. A full list of sponsors is available at https://www.ibc2022.org/
home. Special thanks also go to the local dance troupe from 
Rāga Stradiāš University, who offered a taste of local culture 
and history during our Gala Dinner.

Heartfelt thanks go to all the members of the IBC 2022 
Planning Group, including conference Organizing President 
Geert Verbeke, IBS President, José Pinheiro, Treasurer Vicente 
Núñez-Antón, Secretary Henry Mwambi, Education Committee 
Chair Annette Kopp-Schneider, IPC Chair Kerrie Mengersen and 
Raiha Tui Taura Browning, LOC Co-Chairs Andrejs Ivanovs and 
Krista Fischer, our volunteer Student Organizer Diana Baltmane, 
Conference Manager Jenna Beak, former IBO staff member 
Kristina Wolford, current IBO staff members Alexander Iula 
and Danielle King, Laura Indrane, Senior Events Coordinator 
Radisson Blu, and local organizer Verners Martinovs. Without 
their efforts, and the support of the Executive Board, this meet-
ing would not have taken place. 

Peter Doherty, CAE
Executive Director

Future Conferences:
XXXII International Biometric Conference 
(IBC2024)
Early December 2024 - Buenos Aires, Argentina

XXXIII International Biometric Conference 
(IBC2026)
Northern Hemisphere Summer, 2026 - Seoul, Korea

Anniversary Corner – Remembering 
September 6, 1947
Perhaps you were in Latvia for the IBC, and among the first to 
celebrate the Society’s anniversary at the 75th Anniversary 
Gala Dinner at the Society House Riga on Thursday, 14 July. If 
so, you no doubt enjoyed a festive meal, great local entertainment 
from one of the host university’s dance troupes, and a welcome 
address from Organizing President Geert Verbeke. Even before 
that, the special 75th anniversary session featuring a panel 
of past presidents of our Society was presented.

Now that the IBC is behind us, it is time for all IBS members to 
be a part of the celebration. Speaking of this, it is also time for this 
publication to offer a correction… If you recall seeing something 
about the anniversary officially starting on September 5th, you 
are correct! We have since learned better from Lynne Billard (see 
below for more about Lynne) that September 6th is considered 
the official founding of the Society. It was on that day in 1947 that 
the International Biometric Society was founded at Woods Hole.

Therefore, we hope that marked your calendars for the official 
start of the celebration on 6 September 2022. We also hope 
to see many of you wishing the Society a happy 75th birthday via 
social media! You are also still welcome to take part in the “Call 
for Stories” campaign by submitting an interview, photo 
or e-mail to the Society. Visit https://www.biometricsociety.org/
celebrate-75 and click on the link in the “Call for Stories” section. 
And please contact Libby Lane (llane@bostrom.com) with ques-
tions about the process. We can’t wait to feature you at the IBC 
starting next month!

By the time you read this, the first session in our brand-new 
Distinguished Lecture Series will have been offered vir-
tually via Zoom, with introductions from President Jose Pinheiro 
and Past President Louise Ryan, followed by our featured speaker 
Eric J. Tchetgen, Professor of Statistics and Data 
Science from the University of Pennsylvania. While 
our 75th anniversary may offer an entertaining glimpse into the 
Society’s past, this virtual series focuses on new generations and 
finding inspiration in the work that we do. Eric’s story is a pow-
erful one, and we are honored that he agreed to share his story 
with us this September.
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Note that this first session has been made available to members 
and non-members. In the future, we expect that these lectures 
will be a benefit available only to current Society members. So, 
we encourage you and your local Regions to reach out to col-
leagues young and old about the value of membership in the IBS. 
We expect that future Distinguished Lectures will be offered 
quarterly.

Can’t get enough of IBS 
history? We have another 
opportunity for you! 
Those who attended the 
IBC no doubt heard 
about the new book 
from past president 
Lynne Billard titled 
History of the 
I n t e r n a t i o n a l 
Biometric Society. 
Lynne previewed the 
book and updated the 
attendees at the IBC on 
her research and the 
many twists and turns it 
took. She also shared 
how she had “gained a 
new respect and under-
standing of those aca-

demics in the arts/humanities who typically wrote one book 
every five years or so”. The book remains available at a discount 
directly through the publisher (using the special code: IBS50), 
Routledge / Taylor & Francis. This discount is only avail-
able through 30 September. To find out more, visit https://
www.routledge.com/The-History-of-the-International-Biometric-
Society/Billard/p/book/9781032258669. 

Finally, as a reminder, we are still collecting “fun facts” about 
the IBS and its history. Have something to contribute? Send them 
to llane@bostrom.com. We’d love to hear and to share what you 
know!

There’s more to come. Be sure to check our next update in the 
Biometric Bulletin for more anniversary news!

Peter Doherty, CAE
Executive Director

Editorial Updates
Biometrics
December 2022 Issue Highlights  
The December issue features articles across a broad spectrum 
of applications and methodology.  The Biometric Methodology 
section sets out with a Discussion paper on “Spatial+: a novel 
approach to spatial confounding,” by Emiko Dupont, Simon N. 
Wood, and Nicole H. Augustin. Discussants are: Brian J. Reich, 
Shu Yang, and Yawen Guan; Isa Marques and Thomas Kneib; 
Alexandra M. Schmidt; and Georgia Papadogeorgou. Regular 
papers include “WiSER: robust and scalable estimation and 

inference of within-subject variances from intensive longitudinal 
data,” by Christopher A. German, Janet S. Sinsheimer, Jin Zhou, 
and Hua Zhou; “Group sequential testing for cluster random-
ization trials with time-to-event endpoint,” by Sin-Ho Jung and 
Jianghao Li; “Estimating mean potential outcome under adaptive 
treatment length strategies in continuous time,” by Hao Sun, 
Ashkan Ertefaie, and Brent Johnson; “Design-based properties 
of the nearest neighbor spatial interpolator and its bootstrap 
mean squared error estimator,” by Lorenzo Fattorini, Marzia 
Marcheselli, Caterina Pisani, and Luca Pratelli; “Pool adjacent vio-
lators algorithm assisted learning with application on estimating 
optimal individualized treatment regimes,” by Baojiang Chen, 
Ao Yuan, and Jing Qin; “Multivariate Bayesian clustering using 
covariate-informed components with application to boreal veg-
etation sensitivity,” by Henry R. Scharf, Ann Raiho, Sierra Pugh, 
Carl Roland, David Swanson, Sarah Stehn, and Mevin Hooten; 
“Integration of survival data from multiple studies,” by Steffen 
Ventz, Rahul Mazumder, and Lorenzo Trippa; “A linear noise 
approximation for stochastic epidemic models fit to partially 
observed incidence counts,” by Jonathan Fintzi, Jon Wakefield, 
and Vladimir N. Minin; “Another look at regression analysis 
using ranked set samples with application to an osteoporosis 
study,” by Nasrin Faraji, Mohammad Jafari Jozani, and Nader 
Nematollahi; “A semiparametric isotonic regression model for 
skewed distributions with application to DNA-RNA-protein 
analysis,” by Chenguang Wang, Ao Yuan, Leslie Cope, and Jing 
Qin; “Reducing subspace models for large-scale covariance 
regression,” by Alexander M. Franks; “Analysis of local sensitivity 
to non ignorability with missing outcomes and predictors,” by 
Heng Chen and Daniel F. Heitjan; “Bivariate small area estima-
tion for binary and Gaussian variables based on a conditionally 
specified model,” by  Hao Sun, Emily Berg, and Zhengyuan Zhu; 
“Joint association and classification analysis of multi-view data,” 
by Yunfeng Zhang and Irina Gaynanova; “Nonparametric estima-
tion of the survival distribution under covariate-induced depen-
dent truncation,” by Bella Vakulenko-Lagun, Jing Qian, Sy-Han 
Chiou, Nancy Wang, and Rebecca A. Betensky; and “Hierarchical 
cancer heterogeneity analysis based on histopathological imag-
ing features,” by Mingyang Ren, Qingzhao Zhang, Sanguo Zhang, 
Tingyan Zhong, Jian Huang, and Shuangge Ma.

The Biometric Practice section includes papers on “Bridging 
preference-based instrumental variable studies and cluster-ran-
domized encouragement experiments: study design, noncompli-
ance, and average cluster effect ratio,” by Bo Zhang, Siyu Heng, 
Emily J. MacKay, and Ting Ye; “Flexible use of Copula-type model 
for dose-finding in drug combination clinical trials,” by Koichi 
Hashizume, Jun Tshuchida, and Sozu Takashi; “Efficient odds 
ratio estimation under two-phase sampling using error-prone 
data from a multi-national HIV research cohort,” by Sarah C. 
Lotspeich, Bryan E. Shepherd, Gustavo G. C. Amorim, Pamela A. 
Shaw, and Ran Tao; “Joint modeling of zero-inflated longitudinal 
proportions and time-to-event data with application to a gut 
microbiome study,” by Jiyuan Hu, Chan Wang, Martin J. Blaser, 
and Huilin Li; “Weak-instrument robust tests in two-sample 
summary-data Mendelian randomization,” by Sheng Wang and 
Hyunseung Kang; and “Sample size estimation for cancer ran-
domized trials in the presence of heterogeneous populations,” 
by Derek Dinart, Carine Bellera, and Virginie Rondeau.

As a reminder, lists of papers to appear can be found at the 
Biometrics website.  Papers to appear in future issues may also 
be found under the “Early View” link at the Wiley-Blackwell 
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website, which may be accessed by IBS members by visiting 
http://www.biometricsociety.org/, selecting “Biometrics” from 
the drop-down menu at the “Publications” link at the top of the 
page, and accessing the “Click here” link.

Editorial Board News

As we did last year, two entirely virtual Biometrics Editorial 
Board Meetings took place on 7 July and 3 August 2022. Unlike 
in 2020 and 2021, we were able to hold a face-to-face editorial 
board meeting during the International Biometric Conference 
in Riga, Latvia, on 14 July 2022. All three meetings were well 
attended. The two virtual meetings took place at different times 
of the day, so that our editorial board members could partici-
pate in at least one meeting at a convenient time during the day.

Biometrics News

The journal’s impact factor was 1.329 in 2016, 1.524 in 2017, 
1.755 in 2018, 1.711 in 2019, and then rose to 2.571 in 2020. 
For the year 2021, it is back to about the previous level, i.e., 
1.701. Impact factors for the immediately preceding years are 
typically released around June of the current year. The journal 
ranks 57/125 in the category “Statistics & Probability,” 67/94 in 
“Biology,” and 44/57 in “Mathematical & Computational Biology.”

The journal’s backlog has gone up a bit, from about 12-14 
months a year ago, to about 14-16 months now. Of course, 
thanks to EarlyView, papers are available much more rapidly 
but still, it is an editorial point of attention to try and keep the 
backlog at reasonable levels.   

2023 - 2025 Co-Editor for Biometrics Identified

The search committee to identify a successor for Co-Editor Alan 
Welsh (Australasian Region), whose term will end 31 December 
2022, has proposed Matthew Schofield (Australasian Region), as 
Alan’s successor. The Editorial Advisory Committee and the IBS 
Board have approved the appointment.  Matthew will serve from 
1 January 2023 to 31 December 2025.  The search committee 
consisted of Geert Molenberghs, Biometrics Executive Editor, 
Chair (Belgian Region); Bill Rosenberger, Biometrics CE (ENAR); 
Alan Welsh, Biometrics CE (Australasian Region); Katja Ickstadt, 
Biometrics CE (German Region);  Hans-Peter Piepho, EAC 
Chair (German Region); Andrea Lavalle (Argentinian Region); 
Liliana Lopez Kleine (Central American & Caribbean Region); 
Renato Assunção (Brazilian Region).

Associate Editor Panel Turnover

The panel of Associate Editors is composed of colleagues who 
each serve two-year terms. This means that every 1 July a num-
ber of them end their terms. The Co-Editors have invited new 
Associate Editors to replace colleagues retiring and, in view 
of the large number of submissions received, also to further 
expand the size of the panel. New Associate Editors are chosen 
to replace expertise lost by retiring Associate Editors, as well as 
to fill in gaps in expertise in certain areas, especially in emerging 
fields. The panel will consist of nearly 110 members, starting 1 
July 2022. 

We are grateful for the service rendered by our retiring 
Associate Editors: Jonathan Bartlett, Simon Bonner, Tom Braun, 
Rebecca Killick, Andy Royle, Doug Schaubel, Lorenzo Trippa, 

Robert Weiss, Paul Yip, and Daowen Zhang.

Incoming Associate Editors are: Xin Chen, Abhirup Datta, 
Guoqing Diao, Peisong Han, Anke Hüls, Joshua Keller, Nadja 
Klein, Benoît Liquet-Weiland, Danping Liu, Eric F. Lock, Mats 
Stensrud, Chenguang Wang, Zheyu Wang, Ander Wilson, Yize 
Zhao, and Min Zhang.

Last but not least, a warm word of thanks to our continuing AEs: 
those starting a new term 2022-2024, and those serving terms 
2021-2023!

In the Editorial Advisory Committee meeting during IBC2022, 
it was emphasized that we should ensure maximal diversity 
in the editorial structures, i.e., among Associate Editors and 
Co-editors. Apart from field of expertise, this includes but is 
not limited to gender, age, geography, and heritage. Key qualities 
are and remain scientific standing and administrative efficiency, 
including timeliness. 

Find us on twitter at @Biometrics_ibs.

Geert Molenberghs 
Biometrics Executive Editor

The Journal of Agricultural, Biological, and 
Environmental Statistics (JABES)
We have currently two on-going Special Issues at JABES. One 
is on Causal Inference with C. Zigler (Cory.Zigler@austin.
utexas.edu) and Shu Yang (syang24@ncsu.edu) as guest edi-
tors. We are closing this issue, expecting to be ready for the 
last quarter of 2022. A second one is on Spatio-Temporal 
Statistics just started this June 2022 and will be opened till 
September 30, 2022. This is a special issue feeded by papers 
from Metma workshop (http://www.metma-x.udl.cat/). If you 
have a suggestion for a special issue, we would be pleased to 
hear from you.  We are also keen to publish papers that summa-
rize the state of methodological development in subject areas 
for which technological advances are generating a demand for 
new statistical approaches. If you feel that you could offer such 
a paper, or can suggest a topic together with possible authors, 
please let me know. We are also keen on publishing discussion 
papers on wide, interesting topics presenting the use of sta-
tistical tools in real problems. These papers will come with a 
number of invited discussants.

We have approached the winners of the 2022 competition 
of The Section on Statistics and the Environment 
(ENVR) of the ASA. Their papers are eligible for review in the 
Journal of Agricultural, Biological, and Environmental Statistics, 
and we are currently working with some of them. We have 
received 4 out of 5 papers in this respect.

Authors from selected papers from JABES 2021 will be 
actively taking part in the upcoming Joint Statistical Meeting 
in Washington, DC.JSM 2022, in a session entitled “Modern 
and innovative spatial methods in Ecology and 
the Environment”. The Chair will be Brian Reich and 
the authors are: David L. Miller (Variance Propagation for 
Density Surface Models), Giri Gopalan (A Higher-Order Singular 
Value Decomposition Tensor Emulator for Spatiotemporal 
Simulators), Théo Michelot (Varying-Coefficient Stochastic 
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Differential Equations with Applications in Ecology), Robert 
Richardson (Spatial Generalized Linear Models with Non-
Gaussian Translation Processes).

The September, 2022 issue of JABES (Volume 27, issue 3) fea-
tures the following papers:

Laplace Approximations for Capture–Recapture Models in the 
Presence of Individual Heterogeneity
by R Herliansyah, R King and S King

A Spatiotemporal Analytical Outlook of the Exposure to Air 
Pollution and COVID-19 Mortality in the USA
by S Chakraborty, T Dey, Y Jun, CY Lim, A Mukherjee and F 
Dominici

Multi-Scale Vecchia Approximations of Gaussian Processes
by J Zhang and M Katzfuss

Interpolation of Precipitation Extremes on a Large Domain 
Toward IDF Curve Construction at Unmonitored Locations
by J Jalbert, C Genest and L Perreault

Spatial Modeling of Day-Within-Year Temperature Time Series: 
An Examination of Daily Maximum Temperatures in Aragón, Spain
by J Castillo-Mateo, M Lafuente, J Asín, AC Cebrián, AE Gelfand 
and J Abaurrea

Time-Varying Functional Principal Components for Non-
Stationary EpCO in Freshwater Systems
by A Elayouty, M Scott and C Miller

Roust Functional Principal Component Analysis Based on a New 
Regression Framework
by H Shi and J Cao

Incorporating Historical Data When Determining Sample Size 
Requirements for Aquatic Toxicity Experiments
by J Zhang, Y Kong, AJ Bailer, Z Zhu and B Smucker

A Spatial Modeling Framework for Monitoring Surveys with 
Different Sampling Protocols with a Case Study for Bird 
Abundance in Mid-Scandinavia
by J Sicacha-Parada, D Pavon-Jordan, I Steinsland, R May, B 
Stokke and IJ Øien

Book Review of “Using R for Modeling and Quantitative 
Methods in Fisheries”
by Malcom Haddon Michael A. Spence

Some JABES-related figures are the following:

A) Q1 (January-April, 2022) Journal Statistics:

• 14 Articles Published Online for Q1 2022 (2022 Article 
Budget: 40 Articles)

• 89 Submissions for Q1 2022 (An increase from 72 
Submissions in Q1 2021 and 62 Submissions in Q1 2020)

• Average of 13 Days from Submission to First Decision for 
Q1 2022 (An increase from 8 days in Q1 2021 and 5 days 
in Q1 2020)

• 21365 Article Downloads for Q1 2022 (An increase from 
20,787 in Q1 2020 and 13,327 in Q1 2020)

• CiteScore Tracker 2021: 2.6 (337 Citations from 132 
Articles). CiteScore 2020: 2.8 (352 Citations from 128 

Articles)

B) JCR 2021 (published in July 2022):

• Impact Factor (IF): 2.267 (1.524, 2020),

• 5 Years IF: 2.058 (1.834, 2020)

• CiteScore: 2.6; SNIP: 1.172

• Science Citation Index Expanded (SCIE): BIOLOGY 57/94 
(Q3), MATHEMATICAL & COMPUTATIONAL BIOLOGY 
34/57 (Q3), STATISTICS & PROBABILITY 37/125 
(Q2)

• Journal Citation Indicator (JCI): BIOLOGY 50/113 (Q2), 
MATHEMATICAL & COMPUTATIONAL BIOLOGY 38/67 
(Q3), STATISTICS & PROBABILITY 66/163 (Q2)

C) Summary of activity between 01 Jan 2022 and 31 Jul 2022.

• New Manuscripts Received 194: Accept 12%, Reject 83%, 
Withdrawal 5%

• Decision Summary. Editor Decision: Total Decisions 
(Frequency of Decision)

Accept as is: 2 (1.1%)

Major Revisions Needed: 23 (12.7%) 

Minor Revisions Needed: 5 (2.8%)

Reject after review: 13 (7.2%) 

Reject without review: 113 (62.4%) 

Rejected but resubmission invited: 25 (13.8%) 

Total Editor Decision:s 181 100%

JABES should be home for Data Science broadly defined as 
the science of learning from data, incorporating advances in 
computation and data analytics, with statistical theory and infer-
ence for problems coming from the branches that sustain the 
journal. I would like to encourage interdisciplinary submissions 
that involve collaboration between statisticians and other data 
scientists to find solutions to these challenges, through inno-
vative methodological developments and applications, bringing 
together data science and statistics. The innovative methodolo-
gy should be directly motivated by real world data problems in 
agricultural, biological and environmental settings.

For more information on upcoming issues, the editorial board, 
and the aim and scope of the journal, please visit our website 
http://link.springer.com/journal/13253. We also accept submis-
sions of books to review in the upcoming issues of JABES; to 
submit a book for review, please see the above website (click 
on “Editorial Board’’) or contact Eleni Matechou (e.matechou@
kent.ac.uk).

Please follow us on Twitter:  @JabesEditor.

Jorge Mateu
Editor-in-Chief

April 2022
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Biostatistics & Epidemiology
Biostatistics & Epidemiology is the official journal of the 
International Biometric Society - Chinese Region. The Journal is 
dedicated to publishing articles on best analytical practices in bio-
medical investigation, epidemiology, and new statistical methods, 
covering method and theory, application, technology and tutorials.

Biostatistics & Epidemiology makes every effort to ensure the 
accuracy of all information in publications. Taylor & Francis is 
committed to peer-review integrity and upholding the highest 
standards of review. Before a paper can be finally accepted, 
double blind peer reviewed by independent, anonymous expert 
referees will be completed.

The Editor-in-Chief is currently Xiao-Hua (Andrew) Zhou, 
Ph.D. Advisory Editorial Board including Ray Carroll, Jianqing 
Fan, Xuming He, and Xihong Lin, as well as thirty-six associate 
editors from all over the world, work together to contribute to 
the development of the journal.

The recently published Volume 6, Issue 1 (2022) contains Bayesian 
inference, imputation methods, causal effects estimation, and anal-
ysis and monitoring of infectious diseases. Based on COVID-19, 
Ogura et al. proposed a Bayesian estimator of multinomial probabil-
ities under a data-dependent prior to adapt to the highly heteroge-
neous situations of the daily counts of COVID-19; Nakhkoob esti-
mated missing total number of trials in binomial time series analysis 
by a BDLM process; Sisti et al. proposed a new regression model 
for the forecasting of COVID-19 outbreak evolution; Sunthornwat 
et al. estimated the reproduction number of susceptible infectious 
recovered models for Coronavirus Disease 2019 outbreak in India, 
Bangladesh, and Myanmar; Xie analyzed and forecasted COVID-19 
cases in the United States using Bayesian structural time series 
models. In addition, Wu et al. proposed two asymptotically equiva-
lent semiparametric estimators of average causal effects based on 
propensity score. The proposed approaches apply machine learning 
techniques to estimate propensity score and can circumvent the 
problem of model extrapolation. Qaffou et al. studied the Bayesian 
estimation for the basic reproduction number for an SIR epidemic 
model. Ye et al. compared the single imputation and multiple impu-
tation methods for missing data in different oncogene expression 
profiles. M. Suranga et al. developed multivariate statistical mod-
els to describe HIV testing behavior of the most populations at 
risk. Forghani et al. developed an online platform for monitoring 
of Tick-Borne Encephalitis Virus, TBEV Analyzer, equipped with 
phylogenetic analysis and geographic map visualization functions. 
Sooriyarachchi used a shared random effect model to jointly model 
two count variables in the presence of clusters for complex data.

Biostatistics & Epidemiology encourages submission of original 
articles that deal with challenges through innovative methodolog-
ical developments and applications. If you have suggestions for 
a special theme or topic, we would be happy to hear from you.

The list of papers in Volume 6, Issue 1 (2022) of Biostatistics & 
Epidemiology is as follows.

Xie L (2022). The analysis and forecasting COVID-19 cases 
in the United States using Bayesian structural time series 
models. Vol 6 (1), 1-15.

Sooriyarachchi MR (2022). Joint modeling of two count vari-
ables using a shared random effect model in the presence of 

clusters for complex data. Vol 6 (1), 16-30.

Sunthornwat R, Areepong Y (2022). Reproduction num-
ber, discrete forecasting model, and chaos analytics for 
Coronavirus Disease 2019 outbreak in India, Bangladesh, and 
Myanmar. Vol 6 (1), 31-47.

Sisti D, Rocchi E, Peluso S, et al (2022). A new regression 
model for the forecasting of COVID-19 outbreak evolution: 
an application to Italian data. Vol 6 (1), 48-56.

Forghani M, Kovalev S, Bolkov M, et al (2022). TBEV analyzer 
platform for evolutionary analysis and monitoring tick-borne 
encephalitis virus: 2020 update. Vol 6 (1), 57-73.

Nakhkoob M (2022). Estimation of missing total number of 
trials in binomial time series analysis by a BDLM process 
with an illustration of the COVID-19 pandemic data. Vol 6 
(1), 74-96.

Suranga MS, Samita S (2022). Modeling time taken to HIV 
testing and uptake of test results: application of extended 
PWP model. Vol 6 (1), 97-112.

Ye W, Zhang L, Zhang W, et al (2022). A comparison of single 
imputation and multiple imputation methods for missing data 
in different oncogene expression profiles. Vol 6 (1), 113-127.

Qaffou A, El Maroufy H, Zbair M (2022). Bayesian inference 
of the basic reproduction number for a SIR epidemic model. 
Vol 6 (1), 128-143.

Wu P, Tong X, Wang Y, et al (2022). Robust quasi-oracle 
semiparametric estimation of average causal effects. Vol 6 
(1), 144-163.

Ogura T, Yanagimoto T (2022). Estimation of highly heteroge-
neous multinomial probabilities observed at the beginning of 
COVID-19. Vol 6 (1), 164-181.

Software Corner 
atlasqtl: an R package for variable selection 
in sparse regression with hierarchically-re-
lated responses
Statistical studies aimed at identifying associations between a 
high-dimensional vector of candidate predictors and a collection 
of correlated outcomes have multiplied, prompted by the pro-
liferation of technologies capable of measuring large volumes of 
information, whether on health and lifestyle parameters, molecular 
entities or even galaxies. As well as growing in dimension, the 
collected datasets are also growing in complexity, which calls for 
elaborate and flexible modeling approaches. When coupled with 
robust and efficient inference, Bayesian hierarchical modeling is a 
powerful framework for describing intricate dependencies at the 
scale required by current applications, while conveying uncertain-
ty in a coherent fashion. In this note, we present the R package 
atlasqtl, which implements a scalable hierarchical framework for 
variable selection in regression problems with high-dimensional 
predictor and response spaces.
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Model and inference
The model consists of a series of hierarchically-related spike-
and-slab regressions that permit borrowing information across q 
responses y_t, t=1,…,q, while also accounting for p candidate 
predictors X_s, s=1,…,p, where both p and q may be larger than 
the number of samples n. Specifically, to each pair of predictor 
and response corresponds a regression coefficient β_st and a 
spike-and-slab binary latent variable γ_st from which posterior 
probabilities of association, , can be employed for selection. The 
model is also tailored to the detection of , namely, predictors 
associated with multiple responses: the top-level hierarchy entails 
a probit submodel which involves a response-specific contribution 
to the spike-and-slab probability of association, via ζ_t, and a pre-
dictor-specific modulation of this contribution, via θ_s. The latter 
parameter also acts as the propensity of predictor X_s to be a 
hotspot and is assigned a horseshoe prior — the corresponding 
global-local specification adapts to the overall problem sparsity 
(thanks to the global scale σ_0), while flexibly capturing the indi-
vidual hotspot effects (thanks to the Cauchy tail of the local scale 
λ_s). A graphical representation of the model is provided in Figure 
1 and its full specification is given in Ruffieux et al. (2020).

Joint inference requires special attention as the binary latent matrix 
Γ={γ_st} creates a discrete search space of dimension 2^(p×q). 
To overcome this complication, atlasqtl relies on variational infer-
ence with a structured mean-field factorisation and efficient batch 
updates. The algorithm is augmented with a simulated annealing 
scheme that improves the exploration of multimodal spaces by 
introducing a so-called “temperature” parameter controlling the 
degree of separation of the modes for a series of “heated” distri-
butions (Ruffieux et al. 2020).

atlasqtl can be employed in any sparse multiple-response regres-
sion setting with Gaussian errors. Hereafter we discuss a use 
case in the context of molecular quantitative trait locus (QTL) 
analysis, in which , controlling many molecular traits at once, may 
be responsible for important functional mechanisms underlying 
specific disease endpoints — such studies aim to clarify the genetic 
architecture of diseases by estimating associations between several 
thousand responses (the molecular traits, e.g., genomic, proteomic, 
metabolomic levels) and up to a few million candidate predictors 
(the genetic variants). We have previously shown that accounting 
jointly for all traits and genetic variants with atlasqtl substantially 
improves the detection of weak association effects over more 
conventional marginal screening approaches (Ruffieux et al. (2020)).

Figure 1: Graphical representation of the model with n samples, p can-
didate predictors and q responses. The shaded nodes are observed, the 
others are inferred.

Installation
The atlasqtl package is written in R with C++ subroutines. It can be 
installed from the GitHub repository.

Data and reproducibility
The Rmarkdown document and data used to generate this note 
are publicly available for replication. We restrict our illustration to 
the analysis of a small semi-synthetic dataset: it involves q= 875 
traits capturing B-cell gene expression for n= 100 individuals (n×q 
matrix Y), and p= 200 candidate predictors generated with our 
in-house package echoseq to emulate real genetic variants (n×p 
matrix X). A subset of the traits was modified so as to be associat-
ed with five hotspot predictors; these hotspots control 40, 49, 92, 
119, 221 genes, respectively.

Illustration: joint expression QTL analysis in 
B cells
The following code chunk runs atlasqtl jointly on all the candidate 
predictors and traits, using a default geometric schedule on the 
inverse temperature, with initial temperature of 2 and a grid of 10 
temperatures.

require(atlasqtl)

mu_t <- 1; v_t <- 4 # hyperparameter specification

obj_atlasqtl <- atlasqtl(Y = Y, X = X, p0 = c(mu_t, v_t), 

                         user_seed = 1)

The analysis typically takes less than 10 seconds on a standard 
laptop.

atlasqtl requires the specification of just two hyperparameters via 
the elicitation of a prior mean mu_t and variance v_t for the num-
ber of predictors associated with each response. The sensitivity of 
inference to these choices should be evaluated on a case-by-case 
basis; it is however low when a permutation-based Bayesian false 
discovery rate (FDR) threshold is employed, where the “null-case” 
permutation runs use the same hyperparameter specifications. 
The remaining model parameters are inferred by variational infer-
ence. In particular, the horseshoe prior on the hotspot propensity 
circumvents  choices of top-level variance parameters (for which 
inference is prone to spurious effects). This specification also has 
desirable multiplicity adjustment properties in large-response set-
tings, see Ruffieux et al. (2020).

The user can control additional settings — e.g., the annealing 
schedule, seed for random number generation, convergence tol-
erance threshold, checkpointing — as detailed on the help page 
of the function, which can be accessed by running ?atlasqtl in the 
console.

Custom S3 functions are also available. For instance, the print.
atlasqtl function provides basic information about the run: 

obj_atlasqtl

****************************************************** 

Successful convergence after 117 iterations, using a
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tolerance of 0.1 on the absolute changes in the ELBO.

****************************************************** 

Geometric annealing on the inverse temperature was

applied for the first 10 iterations, with initial

temperature of 2 (default).

Number of samples: 100;

Number of (non-redundant) candidate predictors: 200;

Number of responses: 875;

Prior expectation for the number of predictors

associated with each response: 1 (sd: 2).

The posterior quantities inferred by ATLASQTL can

be accessed as list elements from the `atlasqtl` S3

object, and a summary can obtained using the

`summary` function.

The object obj_atlasqtl returned by atlasqtl contains posterior 
quantities that can be employed to assess:

• associations between each pair of predictor and response: 
using the variational posterior probabilities of association 
stored in gam_vb (p×q matrix) and the variational posterior 
means of the regression estimates stored in beta_vb (p×q 
matrix);

• hotspot propensities: using the variational posterior mean 
of θ_s stored in theta_vb (vector of length p).

The function summary.atlasqtl displays a variable selection summary, 
which can be based on a supplied Bayesian FDR threshold (here 5%):

thres_fdr <- 0.05

summary(obj_atlasqtl, thres = thres_fdr, 

        fdr_adjust = TRUE, full_summary = FALSE)

****************************************************** 

* ATLASQTL: posterior summary for variable selection *

****************************************************** 

Using a 5% FDR control:

-----------------------

Nb of pairwise (predictor-response) associations: 499 

Nb of predictors associated with at least one response 

(active predictors): 14 

Hotspot sizes (nb of responses associated with each 

active predictor):

   Min. 1st Qu.  Median    Mean 3rd Qu.    Max. 

   1.00    1.00    1.50   35.64   38.00  209.00 

Top hotspots: 

snp_103 (size 209), snp_115 (size 132), snp_171 (size 81), 

snp_54 (size 44), snp_15 (size 20), snp_75 (size 4)

The user can also directly access the p×q matrix of FDR esti-
mates for all predictor-response associations, using the function 
assign_bFDR. Alternatively, the scalability of atlasqtl permits efficient 
permutation-based FDR estimation (see Ruffieux et al. (2017) or 
Ruffieux et al. (2020)).

Finally, the function plot.atlasqtl displays a Manhattan-type plot 
(Figure 2) with the hotspot positions and sizes after Bayesian FDR 
control:

sim_hs <- rowSums(pat) # simulated hotspot sizes (5 hotspots)
                       # pat is a p x q binary ‘pattern matrix’ 
                       # locating the simulated associations
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plot(obj_atlasqtl, thres = thres_fdr, fdr_adjust = TRUE, 
     ylim_max = max(sim_hs))
points(which(sim_hs>0), sim_hs[sim_hs>0], pch = “x”)

Figure 2: Hotspot sizes, as obtained using the S3 function plot.atlasqtl. 
The crosses indicate the simulated sizes of the five hotspots.

Encoding predictor-level information
We recently proposed a new approach, called epispot, which 
extends the atlasqtl hierarchical framework to leverage information 
on the probability of candidate predictors to be involved in asso-
ciations (Ruffieux et al. 2021). Specifically, the effect of a (possibly 

high-dimensional) predictor-level vector of covariates is estimated 
using a secondary spike-and-slab regression at the top of the 
model hierarchy. The R package for this approach is also available 
on GitHub.

Hélène Ruffieux, MRC Biostatistics Unit 
University of Cambridge
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STRengthening 
Analytical Thinking for 
Observational Studies - 
a very brief update on 
the achievements of the 
STRATOS initiative in the 
last 5 years
Willi Sauerbrei1, Michal Abrahamowicz2, Mark Baillie3, Bianca De 
Stavola4, Mitchell Gail5, Marianne Huebner6, Ruth Keogh7 and 
Pamela A. Shaw8 for the STRATOS initiative

(1) Institute of Medical Biometry and Statistics, Faculty of Medicine 
and Medical Center - University of Freiburg, Germany (2) 
Department of Epidemiology, Biostatistics and Occupational Health, 
McGill University, Montreal, Canada (3) Biostatistical Sciences and 
Pharmacometrics, Novartis Pharma AG, Basel, Switzerland (4) 
GOS Institute of Child Health, University College London, U.K. (5) 
Biostatistics Branch, Division of Cancer Epidemiology and Genetics, 
National Cancer Institute, USA (6) Department of Statistics 
and Probability, Michigan State University, East Lansing, USA (7) 
Department of Medical Statistics, London School of Hygiene and 
Tropical Medicine, London, UK (8) Division of Biostatistics, Kaiser 
Permanente Washington Health Research Institute, USA 

It is 5 years since Sauerbrei, Huebner, Collins, Lee, Freedman, Gail, 
Goetghebeur, Rahnenfuehrer and Abrahamowicz introduced the 
STRATOS initiative in the Biometric Bulletin (BB, 2017, 34 (3)) to 
members of IBS.  Each co-author represented one of the 9 topic 
groups of STRATOS. Authors of the current very brief update are 
the members of the Executive Committee and the chairs of the 
Publication Panel.

The STRATOS initiative was launched in 2013 at the 44th meet-
ing of the International Society for Clinical Biostatistics (ISCB) in 
Munich and the first STRATOS paper summarized the motivation, 
mission, structure and aims of this international initiative (Sauerbrei, 
Abrahamowicz, Altman, le Cessie and Carpenter, 2014, www.
http://stratos-initiative.org/). Providing accessible, evidence-based 
guidance for key topics in the design and analysis of observational 
studies is the main aim. Guidance is intended for applied statisti-
cians and other data analysts with varying levels of statistical back-
ground and experience. The focus is on health sciences research, 
but the content is also relevant for applications of statistics in other 
empirical sciences.

STRATOS was influenced by reporting guidelines, for more than a 
decade coordinated by the Enhancing the QUAlity and Transparency 
Of health Research (EQUATOR) network and is an intellectual 
child of ISCB (Sauerbrei, Abrahamowicz, le Cessie, 2016). Soon after 
STRATOS started its activities, the Lancet published the series of 
articles entitled ‘Research: increasing value, reducing waste’ which 
heavily criticized research in the health sciences, including issues 
related to design, conduct, analyses, incomplete and unusable reports, 

all of them being highly relevant for our profession and society at 
large (Kleinert and Horton 2014). Doug Altman was one of the 
co-authors and, in fact, his editorial in the British Medical Journal ‘The 
scandal of poor medical research – we need less research, better 
research, and research done for the right reason’ had already raised 
many issues twenty years earlier (Altman 1994). This visionary lead-
er, who died in June 2018, was also one of the driving forces of the 
STRATOS initiative.  Fortunately, Doug had inspired many younger 
colleagues and students with his thoughts about the essential role of 
critical appraisal and improvements in the quality of methodological 
and medical research (Sauerbrei et al 2020). Many have followed in 
his steps, as recently illustrated in the paper by van Calster, Wynants, 
Riley, van Smeden and Collins (2021), four of whom are STRATOS 
members. These authors provided an overview of issues resulting 
from the current organization of science that lead to research 
waste. They name practices resulting from prioritizing publication 
acceptance over publication quality. They also provided examples of 
initiatives aiming to improve the methodology and reproducibility 
of research. The STRATOS initiative is one of the thirteen topics or 
initiatives listed, and the only one with a strong focus on methods of 
statistical analysis (van Calster et al 2021). 

State of the art recommendations and guidance 
needed  

Statistical methodology has seen substantial development in 
recent times. Unfortunately, many of these developments are often 
ignored in practice. Even worse, ‘standard’ analyses reported in the 
medical literature are often based on unrealistic assumptions or 
use unsuitable methods, casting doubt on their results and conclu-
sions. Recommendations concerning state-of-the-art methodology 
and guidance are needed. To improve statistical methodology and 
its transparency, statistical researchers must put more emphasis 
on comparing competing strategies and must generate evidence 
to support state-of-the-art methodologies. They must also provide 
guidance that is appropriate for the large community of research-
ers who perform data analysis but with varying statistical knowl-
edge and experience.

In 2013 STRATOS started up with seven topic groups (TGs) focus-
ing on different aspects of study design and analysis methodology. 
For their specific topic, each group provided a brief summary of 
the state of research, main issues, main aims and planned future 
research (Sauerbrei et al 2014). Two further TGs were initiated in 
2015 on the topics of Survival analysis (TG8) and High-dimensional 
data (TG9). Summaries are available on the STRATOS website. 
Several TGs also have their own websites, where more detailed 
information is provided, including links to other resources.

All TGs have tackled very difficult issues and have made strong 
progress. For example, TG3 (Initial data analysis) and TG1 (Missing 
data) have derived frameworks for their topics, TG4 (Measurement 
error and misclassification) has derived guidance for less and more 
complex methods for error adjustment.  However, some TGs are 
still far from offering guidance. For example, the overview of TG2 
(Selection of variables and functional forms in multivariable analy-
sis) classified seven topics needing further research, and projects 
working on guidance for researchers with basic statistical knowl-
edge have only started (see Guidance and education below).  Since 
the first BB article in 2017, all TGs have summarized their work and 
plans in short BB articles. The following table provides an overview 
of BB articles and links them to our website. Members of TGs and 
panels are listed in the articles.
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TG1: Missing Data

h t t p s : / /www. l s h tm . a c . u k /
r e s e a r c h / c e n t r e s - p r o j -
ects-groups/missing-data#stratos

Carpenter J, Lee KJ; (2017), 34(4)

Carpenter J, Lee KJ; (2021), 38(4)

TG2: Selection of Variables 
and Functional Forms in 
Multivariable Analyses

https://www.stratos-tg2.org/
home

Perperoglou A, Heinze G, 
Sauerbrei W; (2018), 35(3)

Heinze G, Perperoglou A, 
Sauerbrei W; (2021), 38(2)

TG3: Initial Data Analysis 

 

https://www.stratosida.org/

Schmidt CO, Vach W, le Cessie S, 
Huebner M; (2018), 35(2)

le  Cessie S,  Schmidt CO,  Lusa 
L,  Baillie M, Huebner M; (2021), 
38(3)

TG4: Measurement Error 
and Misclassification

http://www.stratostg4.statistik.
uni-muenchen.de/Home.html

Freedman L, Kipnis V; (2018), 
35(1)

Shaw Pamela A, Boshuizen H; 
(2021), 38(1)

 

TG5: Study Design
https://tg5.stratosinit.org/home

Gail MH, Cadarette S; (2019), 
36(2)

TG6: Evaluating Diagnostic 
Tests and Prediction Models

Van Calster B, Steyerberg EW; 
(2020), 37(1)

Steyerberg EW, van Calster B; 
(2022), 39 (2)

TG7: Causal Inference

 

https://www.ofcaus.org/home

Waernbaum I, De Stavola 
B, Moodie E, le Cessie S, 
Goetghebeur E; (2018), 35(4)

Waernbaum I, De Stavola B, 
Didelez V, Moodie E, le Cessie 
S, Goetghebeur E; (2022), 39(1)

TG8: Survival Analysis Andersen PK, Abrahamowicz M, 
Therneau TM; (2019), 36(3)

TG9: High Dimensional Data McShane L, Rahnenführer J 
(2019), 36(1)

Simulation Panel
Boulesteix AL, Morris T, 
Sauerbrei W, Abrahamowicz M; 
(2020), 37(2)

Visualisation Panel ht tps : / / graph icspr inc ip les .
github.io/

Baillie M, Vandemeulebroecke 
M; (2020), 37(3)

Glossary Panel
Boeker M, Tippmann P, Day 
S, Huebner M, Sauerbrei W; 
(2020),37(4)

 

In June 2019, the STRATOS initiative had its 2nd general meeting, 
held at the Banff International Research Station (BIRS, Canada). A key 
focus of this meeting was to initiate discussions about collaborative 
projects involving different TGs, as in practice observational studies 
pose many methodological challenges simultaneously that require 
expertise and guidance on different areas. We started discussions 
about collaborative projects involving different TGs. Details can be 
found in the BIRS 2019 report on our website. Some results were 
presented in an invited STRATOS session at IBC2022.

In parallel, STRATOS has started cross-TG discussions on some 
hotly debated issues that are important for the general statistical 
research community and for a large proportion of end-users of sta-
tistical methods.  This includes the topic of ‘statistical versus machine 
learning techniques’ (Project leads: Rahnenfuehrer and Lusa) and ‘use 
of statistical significance and p-values in real-world analyses’ (Project 
leads: Abrahamowicz, Carpenter and Kipnis). Resulting papers will 
attempt to honestly reflect internal discussions and potential diverg-
ing opinions on these highly controversial topics.

Panels to coordinate the initiative and to work on 
concepts to improve research

In the first BB article, in 2017, we listed ten cross-cutting panels, 
which were created to coordinate the activities of different TGs, deal 
with organizational issues relevant for all TGs, share best research 
practices, and disseminate research tools and results across the 
TGs. In 2018 the Visualization Panel was added, as visualization and 
a creative use of graphics can help at every stage of analysis, starting 
from the planning and the design of an experiment, and the very first 
data explorations, through to the communication of conclusions and 
recommendations. The STRATOS initiative embraces Open Science 
(OS) principles and endeavors to provide open access publications, 
illustrations with examples, and, if possible, publicly accessible data-
sets with programming codes, to promote transparency, utility, and 
reproducibility. Currently we are discussing how to facilitate the 
integration of OS principles in our panels and the research outputs.

In 2020, three panels (simulation, visualization and glossary) con-
tributed short BB articles about how their activities help improve 
methodological research, their current work, as well as their main 
aims and plans for the future.

The Publication Panel and the Visualization Panel have the role 
of undertaking internal reviews of STRATOS manuscripts before 
submission, to help ensure that the initiative’s outputs follow best 
practice.  Based on that experience, we propose that journals con-
sider adding an expert for visualization to their editorial team.  In 
the article from the Glossary Panel, we stressed the importance of 
establishing a widely accepted glossary of terms relevant for statisti-
cal analyses, which development will require support from relevant 
funded projects and/or seriously interested experts.  

Simulation studies are the key instrument to compare 
statistical methods

In a tutorial paper entitled ‘Using simulation studies to evaluate 
statistical methods’, Morris (who joined STRATOS in 2018) et al. 
(2019) point out that ‘… simulation studies are often poorly designed, 
analyzed, and reported’ and then propose ‘…a structured approach for 
planning and reporting simulation studies, which involves defining aims, 
data-generating mechanisms, estimands, methods, and performance mea-
sures (“ADEMP”)’. 

18Biometric Bulletin

https://www.lshtm.ac.uk/research/centres-projects-groups/missing-data#stratos
https://www.lshtm.ac.uk/research/centres-projects-groups/missing-data#stratos
https://www.lshtm.ac.uk/research/centres-projects-groups/missing-data#stratos
https://www.stratos-tg2.org/home
https://www.stratos-tg2.org/home
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG2-BB-variable-selection.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG2-BB-variable-selection.pdf
https://test1.drupaltest.imbi.uni-freiburg.de/sites/default/files/2021-09/IBS_BioMetric-Bulletin-Vol38-Issue2-1_4-7-8.pdf
https://test1.drupaltest.imbi.uni-freiburg.de/sites/default/files/2021-09/IBS_BioMetric-Bulletin-Vol38-Issue2-1_4-7-8.pdf
https://www.stratosida.org/
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG3-BB-initial-data-analysis.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG3-BB-initial-data-analysis.pdf
https://test1.drupaltest.imbi.uni-freiburg.de/sites/default/files/2021-10/IBS_BioMetric-Bulletin-Vol38-Issue3.pdf
https://test1.drupaltest.imbi.uni-freiburg.de/sites/default/files/2021-10/IBS_BioMetric-Bulletin-Vol38-Issue3.pdf
https://test1.drupaltest.imbi.uni-freiburg.de/sites/default/files/2021-10/IBS_BioMetric-Bulletin-Vol38-Issue3.pdf
http://www.stratostg4.statistik.uni-muenchen.de/Home.html
http://www.stratostg4.statistik.uni-muenchen.de/Home.html
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG4-BB-measurement-error.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG4-BB-measurement-error.pdf
https://www.stratos-initiative.org/sites/default/files/2021-05/IBS_BioMetric-Bulletin-Vol38-Issue1-1_3-seiten-8-9.pdf
https://www.stratos-initiative.org/sites/default/files/2021-05/IBS_BioMetric-Bulletin-Vol38-Issue1-1_3-seiten-8-9.pdf
https://tg5.stratosinit.org/home
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG5-BB-study-des.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG5-BB-study-des.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG6-BB_0.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG6-BB_0.pdf
https://www.stratos-initiative.org/sites/default/files/2022-06/IBS_BioMetric-Bulletin-Vol39-2-1_3-seiten-13-14.pdf
https://www.stratos-initiative.org/sites/default/files/2022-06/IBS_BioMetric-Bulletin-Vol39-2-1_3-seiten-13-14.pdf
https://www.ofcaus.org/home
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG7-BB-causal-inference.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG7-BB-causal-inference.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG7-BB-causal-inference.pdf
https://stratos-initiative.org/sites/default/files/2022-07/IBS_BioMetric-Bulletin-Vol39-1-1_4-10-12.pdf
https://stratos-initiative.org/sites/default/files/2022-07/IBS_BioMetric-Bulletin-Vol39-1-1_4-10-12.pdf
https://stratos-initiative.org/sites/default/files/2022-07/IBS_BioMetric-Bulletin-Vol39-1-1_4-10-12.pdf
http://www.stratos-initiative.org/sites/default/files/STRATOS-TG8-BB.pdf
http://www.stratos-initiative.org/sites/default/files/STRATOS-TG8-BB.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG9-BB-high-dim.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-TG9-BB-high-dim.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-SP-BB.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-SP-BB.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/STRATOS-SP-BB.pdf
https://graphicsprinciples.github.io/
https://graphicsprinciples.github.io/
https://www.stratos-initiative.org/sites/default/files/2021-11/IBS_Biometric-Bulletin-Vol37-Issue3_-_FINAL%281%29.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/IBS_Biometric-Bulletin-Vol37-Issue3_-_FINAL%281%29.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/IBS_BioMetric-Bulletin-Vol37-Issue4-1_3 extracted article.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/IBS_BioMetric-Bulletin-Vol37-Issue4-1_3 extracted article.pdf
https://www.stratos-initiative.org/sites/default/files/2021-11/IBS_BioMetric-Bulletin-Vol37-Issue4-1_3 extracted article.pdf
https://www.stratos-initiative.org/sites/default/files/2021-12/STRATOS_BIRS2019_FINALReport.pdf
https://www.stratos-initiative.org/node/66


Another challenge of designing simulation studies is to ensure a 
fair comparison of alternative statistical methods. To achieve this, 
Boulesteix et al (2017a) proposed the concept of neutral compar-
ison studies, which do not aim to demonstrate the superiority of 
a particular method (e.g., the one developed by the authors) and 
are thus not designed in a biased way that may (intentionally or 
unintentionally) create data structures that favor a specific analytical 
method. Led by Boulesteix, the STRATOS Simulation Panel (SP) pub-
lished a related letter (Boulesteix et al (2017b). A further logical step 
is to design and report simulation scenarios based on a variety of 
different, yet plausible, assumptions to assess if and how the relative 
advantages found for analytical methods depend on the assumed 
features of the data. In the BB article from the Simulation Panel, we 
provided further details and outlined ongoing and future projects to 
extend these two important concepts.

Guidance and education

In medical research, many data analyses are conducted by analysts 
with varying levels of statistical education, experience and interest. 
Consequently, it is not sufficient to aim at only providing guidance for 
experienced statisticians and experts.  It may be even more import-
ant to provide some guidance for interested researchers with only 
basic training in applied statistics. The main aims of such guidance will 
be to (i) identify, and explain in a non-technical reader-friendly way, 
acceptable methods that are easily implemented and can provide 
valid responses to common analytical challenges, and (ii) highlight 
important weaknesses of some popular simple methods and clarify 
misconceptions regarding either their use for more complex data 
structures or misinterpretation of their results. Accordingly, to 
improve education, TGs and panels have various ongoing projects 
(e.g., a review of papers about statistical issues in medical journals, 
short videos, and shiny apps), but much more work is required. Some 
information can be found on the STRATOS website, as well as on 
TG websites.

External Collaborations

It is important for the STRATOS initiative to cooperate with other 
societies, initiatives and projects. In 2021 we signed a memorandum 
of understanding for collaboration between ISCB and STRATOS, 
and we will commemorate our 10th anniversary with a full-day 
mini-symposium at ISCB 2023. We are honored that IBS offered us 
the opportunity to write a series of short reports about our prog-
ress in the Biometric Bulletin.

Researchers from the European Organization for Research and 
Treatment of Cancer (EORTC) invited us to collaborate in the 
SISAQOL-IMI (Setting International Standards of Patient-Reported 
Outcomes and Quality of Life Endpoints in Cancer Clinical Trials 
– Innovative Medicines Initiative; https://www.sisaqol-imi.org/) inter-
national multidisciplinary consortium, co-led by EORTC and the 
pharmaceutical company Boehringer Ingelheim. The consortium has 
been convened to generate recommendations to standardize the 
use, analysis, and interpretation of patient reported outcome (PRO) 
data in cancer clinical trials. Together with the pharmaceutical com-
pany Pfizer we lead work-package 3 ‘Feasibility of developing recom-
mendations for non-RCTs, with single-arm studies as a case study’, 
which is led by Saskia le Cessie and Els Goetghebeur for STRATOS. 

Currently, STRATOS has 100+ members from 20 countries on five 
continents.  There are many challenging, important and interesting 
tasks to be tackled, and we welcome experienced new members 
(with sufficient expertise to contribute to a topic group or a panel) 

as well as early career adjunct members who wish to participate in 
these activities (http://www.stratos-initiative.org).

Caption: Participants of the 2nd general meeting of the STRATOS 
initiative “Toward a Comprehensive Integrated Framework for Advanced 
Statistical Analyses of Observational Studies, June 2019, at the Banff 
International Research Station, Canada ‘’. Authors of this article (from 
left): 1st row: Huebner (2), Sauerbrei (5), Shaw (6), Abrahamowicz (11); 
2nd row: Gail (2), Keogh (11), 3rd row: Baillie (5). De Stavola could not 
attend. See the BIRS 2019 report for all participants and much more.
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Region News 
Australasian Region (AR)
Joint IBS-AR/SSA-WA meeting

The 10th anniversary of the Mario Birthday seminar series talk was 
held on Tuesday 9th August 2022. This is where an invited IBS mem-
ber gives the talk at the monthly meeting of the Statistical Society 
of Australia (SSA), Western Australia Branch.

Dr Kefei Chen, from the SAGI West group, based at the Curtin 
University, presented this year’s talk entitled “Semi-parametric and 
non-parametric models for crop longitudinal study”.

Kefei presented the analysis of data from a Grains Research & 
Development Corporation (GRDC) national GRDC phenology 
experiment from Victoria, and a local Western Australian wheat 
yield prediction model with water available, location, year, and 
soil for predicting wheat yields from a large collection of trials in 
Western Australia.

Upcoming events

• Australasian Applied Statistics Conference, 28 Nov - 2 Dec 
at the beautiful RACV Inverloch Resort, Victoria, Australia. 
https://aasc2022.netlify.app/ 

• Joint IBS-AR/SEEM Regional Conference, November 27th to 
1st December 2023 at the Copthorne Hotel and Resort, Bay 
of Islands, Waitangi, New Zealand. It will be a joint conference 
with the Statistics in Ecology and Environmental Monitoring 
(SEEM) meeting

Austro-Swiss (ROeS) Region
Adaptive Designs and Multiple Testing Procedures - 
Joint Working Group of the ROeS and the German 
Region

The Working Group (WG) of Adaptive Designs and Multiple 
Testing Procedures held this year’s workshop at the Institute of 
Medical Biometry of the University of Heidelberg from 29 June 
to 1 July (http://www.biometrie.uni-heidelberg.de/workshop/). The 
invited speaker was Prof. Dr. Donald A. Berry with lectures on 
“Complex Innovative Designs for Drug Registration including 
Platform Trials and Basket Trials” and “Dose-Finding Designs using 
Adaptive Randomization and Longitudinal Modeling - which is 
more Important?”. The workshop included six contributed sessions 
and a Special Topic Session on “Handling overrunning in group 
sequential clinical trials”. The book of abstracts is available online 
and the presentations are available on request.

In addition, there was also a change in the leadership of the Adaptive 
Designs and Multiple Testing Procedures WG. At the workshop in 
Heidelberg, the new chair and co-chair of the group were elected. 
The new chair is Thomas Asendorf (University of Göttingen), and 
the co-chair is Marta Bofill Roig (Medical University of Vienna). 
We would like to take this opportunity to thank Lisa Hampson 
(Novartis, Basel) for the last two years as WG chair.

Last but not least, it was announced that the next workshop on 
Adaptive Designs and Multiple Testing Procedures will take place in 
Basel in May 2023. Further information on registration will follow.

2023 CEN Conference, 3-7 September, Basel, 
Switzerland

We are pleased to announce the 5th Conference of the Central 
European Network (CEN). This is a joint conference of the Austro-
Swiss, German, and Polish Regions of the International Biometric 
Society and supported by the Basel Biometric Society. The call for 
invited and topic-contributed session proposals is now open, invit-
ed and topic-contributed sessions can be submitted. Please visit the 
CEN2023 conference website (cen2023.ch) for more information 
and updates in the coming months. We look forward to an exciting 
conference and welcome you all to Basel.

Brazilian Region (RBras)
Brazilian Journal of Biometrics: The official journal 
of RBras

We are pleased to announce that the Brazilian Journal of 
Biometrics (BJB) is now listed in Scimago under the sub-areas of 
(i) Agricultural and Biological Sciences (miscellaneous); (ii) Applied 
Mathematics; (iii) Statistics and Probability; (iv) Epidemiology; and 
(v) Public Health, Environmental and Occupational Health. Its first 
and current SJR 2021 is 0.13. Two volumes of the BJB have already 
been published in 2022, already with the new ISSN (2764-5290). 
Editors invite everyone to read these articles at: https://biometria.
ufla.br/index.php/BBJ/index

In celebration of the 40th anniversary of the BJB, in December 
2022 a special issue will be published with selected articles. As part 
of its update process with the collaboration of RBras, BJB has a new 
and modern template, see the link: https://biometria.ufla.br/index.
php/BBJ/about/submissions

The Editors would like to invite all of you to consider submitting 
an article to our journal.

RBras 2022 annual Conference

The 66ª annual meeting of RBras, from November 16-18, 2022, 
with the theme “The (bio)statistics and biometrics in the data 
science era”, will be held in Florianópolis, Santa Catarina, Brazil. 
Organized by the Department of Informatics and Statistics of 
Federal University of Santa Catarina, the Conference has six invited 
sessions, including the IBS President, nine invited paper sessions, 
four short courses, and contributed paper and poster sessions. 
More information is available at https://rbras2022.com.br/. All the 
IBS community is welcome!

RBras and the Ômega Talks

Every last Wednesday of each month the RBras has a space in the 
Omega Talks. Some of the RBras invited speakers were Clarice 
Demétrio, Tiago Olivoto, Ricardo Nakamura, Rafael Moral, Mariana 
Urbano and Diogo Rossini. The Omega Talks are organized by 
some of the RBras members from the Federal University of Paraná. 
All the videos can be found on the RBras YouTube channel: https://
www.youtube.com/c/RBras-IBS/videos.
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Eastern Mediterranean Region (EMR)
AUEB-NKUA-Indiana Conference on Biostatistics & 
Health Analytics

The first AUEB-NKUA-Indiana Conference on Biostatistics & 
Health Analytics took place in Aegina Island, Greece, on July 4-6, 
2022. The conference is part of the broader collaboration between 
the Fairbanks School of Public Health, Indiana University School of 
Public Health in Bloomington, the Department of Statistics of the 
Athens University of Economics and Business (AUEB-Stats), and the 
National and Kapodistrian University of Athens School of Medicine 
(NKUA), with the support of Frontier Science Foundation Hellas.

The 65 conference participants enjoyed three short courses titled 
“Interim monitoring of clinical trials” (by Constantin Yiannoutsos, 
Indiana University), “Adaptive designs” (by Dimitris karlis, AUEB), 
and “Multivariable Analysis: Confounding or Interaction? How 
Much Complexity?” (by Giota Touloumi & Nikos Pantazis, NKUA), 
two keynote talks by Giorgos Bakoyiannis (Indiana University) and 
Jaroslaw Harezlak (Indiana University), and additional invited pre-
sentations and a poster session.

ISA annual meeting

The Israel Statistical Association annual meeting (ISA) took place in 
Tel Aviv University on June 16, 2022, and was attended by 240 par-
ticipants. The conference included a keynote talk by Peter Bühlmann 
from ETH Zurich on “Robust, Generalizable and Causal-oriented 
Statistical Machine Learning”. The conference also included posters 
and parallel invited sessions on a variety of contemporary topics, 
among which: statistics in medicine, machine learning for the public 
good, model-free statistical inference and more. At the confer-
ence, the Putter prize for PhD thesis in Statistics was awarded 
to Assaf Rabinowicz (Tel Aviv University) for his PhD thesis titled 
“Model selection tools for correlated data”. The Peretz prize for 
Biostatistics was awarded to Michal Bitan (Tel Aviv University) for 
her thesis titled “Statistical issues in the design of pilot studies for 
calibrating exposure assessments”. The best poster awards were 
awarded to Yuli Slavutsky (The Hebrew University of Jerusalem, 1st 
place) and Avi Baraz (Tel Aviv University, 2nd place).

EMR-IBS 2023

The 12th International Conference of the International Biometric 
Society’s Eastern Mediterranean Region will be held in İzmir, Turkey 
on May 15-18, 2023. Mark your calendars, more details to follow!

Eastern North American Region (ENAR)
WebENARs

Be sure to check the ENAR Webinar website for updates regarding 
the upcoming WebENAR series and links to past WebENARs and 
their recordings: http://www.enar.org/education/index.cfm.

2022 JSM, 6-11 August, Washington, DC, USA

The 2022 Joint Statistical Meetings were held from 6-11 August. The 
theme of the meeting was “Statistics: a Foundation for Innovation”. 
This was the first in-person JSM since the pandemic, and the meet-
ing was a resounding success! There were many ENAR-sponsored 

invited sessions in the meeting. These included analysis of spatial-
ly-resolved cell imaging data, statistical methods applied to racial 
equity research, novel methods for causal inference, statistical 
methods for microbiome research, recent developments in mobile/
wearable device data analysis, Spatio-temporal statistical learning 
in healthcare and environmental Science, prediction and inference 
in statistical machine learning, innovations in clinical trial designs, 
confronting global climate change, statisticians in the reproducibil-
ity and research reform movement, crossing boundaries between 
non-academic and academic domains, challenges and opportunities 
for funding statistical innovation, and discussion on twenty years 
after Leo Briemann’s Two Cultures. This year’s program also fea-
tured several ENAR sponsored topic-contributed and contributed 
paper, poster, and speed sessions. These included new methods 
for structured variable selection, dimension reduction and feature 
interpretability in neuroimaging, functional and high-dimensional 
data analysis, statistical methods for assessing genomic heterogene-
ity, statistics in social sciences and survey research, causal inference 
in neuroimaging and radiology, and analysis of time-to-event data. 
ENAR owes an enormous debt of gratitude to Laura Hatfield at 
Harvard University for serving on the Program Committee for the 
2022 JSM. For more details about the JSM 2022 meetings, please 
visit: https://ww2.amstat.org/meetings/jsm/2022/index.cfm.

2023 ENAR Spring Meeting, 19-22 March, Nashville, 
TN, USA

The 2023 ENAR Spring Meeting is scheduled to take place in 
Nashville, TN, USA, at the JW Marriott Nashville. Contributed 
oral and poster presentation submissions are due 15 October. 
ENAR is very thankful to Program Chair Elizabeth Handorf 
(Elizabeth.Handorf@fccc.edu), Associate Program Chair Sameera 
Wijayawardana (sameera.r.wijayawardana@gmail.com), and local 
arrangement chair Andrew Spieker (andrew.spieker@vumc.org)  
for their hard work in planning the ENAR 2023 Spring Meeting. 
More details may be found at: https://enar.org/meetings/spring2023/.

2023 JSM, 5-10 August, Toronto, Ontario, Canada

The 2023 Joint Statistical Meetings will be held in Toronto, Ontario, 
Canada from August 5 – 10, 2023. The theme for the 2022 
meeting is “One Community: Informing Decisions and Driving 
Discovery.” Invited Session Proposal submissions are accepted until 
8 September 2022. For more details about the conference, please 
visit https://ww2.amstat.org/meetings/jsm/2023/.

2024 ENAR Spring Meeting, 10-13 March, Baltimore, 
MD, USA

The 2024 ENAR Spring Meeting will be held in Marriott Baltimore 
Waterfront in Baltimore, MD, USA, from March 10 – 13, 2024. Stay 
tuned for more information!

Saptarshi Chakraborty

German Region (DR)
Agricultural experiments

The summer workshop, June 22 to 23, was invited to the Eichhof 
near in Bad Hersfeld. Participants had a lot to talk about, not just 
next year’s topic: plant protection. In 2022 Anja Eggert talked on 
the effect of heat stress on milk production as modelled from 
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observational data and weather models. She emphasized the 
importance of choice of stress index and pointed out that small 
region weather data lead to good results, even if they are supplied 
as fitted values. Bärbel Kroschewski made some comments on 
design and analysis of comparative silage experiments. She demon-
strated that complex error structures may be challenging even 
for statisticians, when designing an experiment. Christina Wagner 
reported on the progress of the long-term on-farm experiment in 
Dahnsdorf. We are looking forward to the presentation of subse-
quent results during the next workshop. Jens Hartung explained 
the effect of data reduction on trend estimates in breeding. The 
results hint at the possibility that data from later trials improve 
the analysis. Edzard van Santen asked: Excuse me, in which 
century are we living? He argued in favor of generalized linear 
models. Particularly percentages need not just a transformation. 
Anne-Katrin Gorn found the optimal design of experiments via 
post-blocking, i.e. more in depth analysis of available data. Hans-
Peter Piepho read his paper: One, two, three: Portable sample size 
in agricultural research. He demonstrated how to use the SED to 
estimate the sample size. Abstracts:http://www.biometrische-ge-
sellschaft.de/arbeitsgruppen/landwirtschaftliches-versuchswesen/
tagungsberichte-ab-1996/sommertagung-bad-hersfeld-2022.html 

Reinhard Vonthein, Karin Hartung

Computational Models

The joint workshop of the GMDS/IBS-DR working groups 
“Statistical Methods in Bioinformatics” and “Mathematical 
Models in Medicine and Biology” took place June 23-24 in 
Göttingen. Keynotes were: Deep Generative Models for Single-
Cell Sequencing Data

(Harald Binder), Inferring and Mitigating the Spread of COVID-19 
(Viola Priesemann), and 

Bringing deep neural networks to the clinic: Precision, robustness, 
and interpretability (Stefan Bonn). Four sessions of 20-minute talks 
and two poster sessions made for a very intense meeting inside 
the Paulinerkirche, a former church in the center of Göttingen. 
In total the workshop was attended by about 80 participants. 
Abstracts:http://www.biometrische-gesellschaft.de/fileadmin/AG_
Daten/MethodenBioinformatik/PDFs/workshop_2022.pdf 

Reinhard Vonthein, Michael Altenbuchinger

Adaptive designs and multiple testing

The 2022 Workshop of the IBS-DR and IBS-ROeS on “Adaptive 
Designs and Multiple Testing Procedures”, organized by the 
Institute of Medical Biometry in Heidelberg, was a great suc-
cess, with about 60 participants from the United States and 
six European countries coming to Heidelberg to present and 
discuss recent trends and developments regarding the use of 
adaptive designs and multiple testing procedures. The highlight of 
the workshop were the two talks given by the invited speaker 
Donald Berry, who came the long way from the United States 
to talk about “Complex Innovative Designs (CIDs) for Drug 
Registration including Platform Trials and Basket Trials” as well 
as “Dose-Finding Designs Using Adaptive Randomization and 
Longitudinal Modeling - Which is More Important?”. Besides 
the 22 scientific presentations, several social events took place 
as well, during which the participants could enjoy a conference 
dinner in a rustic Heidelberg brewery, as well as experience the 

historic atmosphere during guided tours in the Old Town and at 
the Heidelberg Castle. The abstracts booklet can be found under 
www.biometrie.uni-heidelberg.de/workshop. 

Johannes Krisam

 Statistical Computing

A group of 43 scientists enjoyed the distinct spirit of Reisensburg 
castle at the very productive workshop Statistical Computing, 24th 
to 27th July, 2022. The conference was kicked off Sunday evening 
by an invited talk on Machine Learning in the Context of CRISPR 
research by Rolf Backofen from the University of Freiburg. On the 
next day Vanessa Didelez from the University gave a Tutorial on 
Causal Discovery. After lunch the contributed talks started, and 
the participants were given insight into various topics ranging from 
altering existing algorithms in genomic analysis to the optimized use 
of supercomputers. While the first day had a focus on bioinformatics 
and computing, the second day’s contributed talks were rather on 
topics from statistical modelling and statistical learning. This was 
also reflected in the talk of the third invited speaker, Marvin Wright 
from BIPS Bremen, who was talking about the Myths and Facts 
about Random Forests. The Tuesday ended with a working group 
meeting, mainly focusing on the upcoming workshop. On the last day, 
Wednesday the 27th, we again heard a number of contributed talks 
from the field of statistical computing, and an informational talk on 
the Mathematical Research Data Initiative (MaRDI) by Stephan Haug 
from TU Munich. We are all looking forward to Statistical Computing 
2023, taking place 30 July to 2 August, at the Reisensburg Castle.

Elisabeth Bergherr

Upcoming Events

September 22-23, Teaching and Didactics of Biometry: Innovative 
teaching methods in biostatistics, in Saarbrücken; 

http://www.biometrische-gesellschaft.de/fileadmin/AG_Daten/
LehreDidaktik/PDFs/Flyer_AGLehre_Workshop_2022.pdf 

September 22-24, Spatial Statistics

October 7, Academia-Meets-Industry: Student online day

November 17-18, Statistics in Epidemiology

November 24, Academia-Meets-Industry: Senior face-to-face day

November 24-25, Non-Clinical Statistics, in Ingelheim and hybrid

November 25, Statistics in Pharmaceutical Research: Planning and 
Estimands for Safety/Benefit-risk and External/Synthetic Control 
Arms; in Berlin

December 8-9, Bayes-Methods: Design of experiments under uncer-
tainty, Ingelheim and hybrid; 

http://www.biometrische-gesellschaft.de/f i leadmin/AG_
Daten/BayesMethodik/workshops_etc/2022-12_Ingelheim/
Ankuendigung-2022.pdf 

September 03 - 07, 2023: Conference of the IBS Central European 
Network in Basle, Swizerland; https://cen2023.github.io 

Reinhard Vonthein
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Italian (RITL) Region
The IBS - Italian region has recently participated in two con-
ferences,  the “51st Scientific Meeting of the Italian Statistical 
Society (SIS2022)”, which took place in Caserta on 22-24 June 
2022, and “The 9th International Conference on Risk Analysis 
(ICRA9)”, which took place in Perugia on 25-27 May 2022.  
The IBS - Italian region has organized a session of SIS2022 
with speakers Luca La Rocca (University of Modena and 
Reggio Emilia – IT), Federica Cugnata (Vita-Salute San Raffaele 
University – IT), and Livio Finos (University of Padova – IT), and 
Luca Tardella (Sapienza University - IT) as discussant. The IBS 
- Italian region has also organized the session “Exploring chal-
lenges in analyzing medical data across different study designs 
and settings” of ICRA9, chaired by Valeria Edefonti (University 
of Milan – IT), with speakers Elisabetta Petracci (IRCCS Istituto 
Romagnolo per lo Studio dei Tumori (IRST) “Dino Amadori” 
– IT), Roberta De Vito (Brown University – US), and Gioia Di 
Credico (University of Trieste – IT), and the keynote session 
“Regression by composition” given by Daniel Farewell (Cardiff 
University – UK). 

Japanese (JR) Region
The 2022 Annual Membership Meeting of the 
Biometric Society of Japan

The Annual Meeting of the Biometric Society of Japan (BSJ) was 
held on 13-14 May 2022, in hybrid combining online and onsite 
at the Katsushika Campus of Tokyo University of Science, Tokyo, 
Japan. A total of 328 people, including 90 for onsite participation 
and 238 for online participation, attended the meeting. Two invit-
ed sessions on deep learning for image processing and natural 
language processing with their applications in medicine, and on 
the 2021 BSJ Award for Outstanding Scientific Contribution 
were organized. In the former session, Drs. Jun Seita, Noriaki 
Hashimoto and Noriki Nishida (Institute of Physical and Chemical 
Research (RIKEN)) gave excellent lectures on the overview of 
deep learning in medicine, deep learning for pathological image 
diagnosis, and machine learning for knowledge acquisition from 
scientific papers, respectively. In the latter session, Prof. Satoshi 
Hattori (Osaka University) delivered the commemorative lec-
ture entitled “Some Topics in Survival Analysis” with his related 
valuable works on development of biostatistical methodologies 
in medical research. In general sessions, there were eighteen 
oral presentations, where the Best Presentation Award for Young 
Researcher was conferred on Tasuku Inao (Hokkaido University) 
and Norihiro Suzuki (Yokohama City University) as winners 

in the student membership category, and Shunichiro Orihara 
(Yokohama City University) and Dr. Kazuharu Harada (Tokyo 
Medical University) as winners in the regular membership cat-
egory. The tutorial seminar entitled “Recent Advances in Sparse 
Estimation” was also organized jointly with the Japanese Society 
of Applied Statistics. Two hundred fifteen people, including 66 for 
onsite participation and 149 for online participation, attended 
the seminar.

The BSJ is pleased to announce that the society conferred the BSJ 
Award for Outstanding Scientific Contribution on Prof. Satoshi 
Morita (Kyoto University) for his excellent contributions to the 
development of biostatistical methodologies in medical research, 
such as Bayesian adaptive designs for clinical trials and early-phase 
trial designs in oncology. The BSJ Honorary Award was conferred 
on Prof. Toshiro Tango (Center for Medical Statistics, and Teikyo 
University) and Prof. Kazue Yamaoka (Tetsuyu Institute Medical 
Corporation, and Teikyo University) for their long-term great 
contributions to the society. The Young Biostatisticians Award 
was conferred on Dr. Shonosuke Sugasawa (The University of 
Tokyo) for his recent publication in Biometrics. This award is 
annually conferred by the BSJ for researchers, who are less than 
40 years old and publishes their research of high standard in 
recent issues of Biometrics, Journal of Agricultural, Biological and 
Environmental Statistics, or Japanese Journal of Biometrics, which 
is the official journal of the BSJ.

The 2022 Japanese Joint Statistical Meeting

The Japanese Joint Statistical Meeting will be held on 4-8 
September 2022, in hybrid combining online and onsite at Seikei 
University, Tokyo, Japan. This meeting is hosted by the Japanese 
Federation of Statistical Science Association, which consists of 
six sponsoring organizations, including the BSJ. Since many from 
other organizations will attend this meeting, it is a good oppor-
tunity for BSJ members to communicate with researchers from 
various fields other than biometrics. The BSJ is organizing two 
invited sessions, the 40th Anniversary Biometric Symposium and 
the Young Biostatisticians Award session. In the former sympo-
sium entitled “Recent Advances and Further Developments in 
Biometrics”, the BSJ is inviting outstanding researchers to discuss 
this topic. In the latter session, the winner of the award conferred 
by the society will make a presentation on efficient screening of 
predictive biomarkers for individual treatment selection.

Takashi Daimon

Meetings:
4-8 September
The 2022 Japanese Joint Statistical Meeting
via online and onsite at Seikei University, Tokyo, Japan

The Netherlands (BMS-ANed)
https://www.vvsor.nl/biometrics/ 

This spring, on Friday, May 13th, the BMS-ANed organized an in-per-
son afternoon meeting on MODERN MIXED MODELS, in 
a beautiful old building in Rotterdam.  Approximately 60 persons 
attended this meeting.

We started with the annual BMS-ANed General Assembly, where we 
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discussed several topics: the possible transfer of the Corstenfonds 
to the IBS, the  meetings and online seminars that we organized last 
year, despite the Covid-19 restrictions, discussion and approval of 
finances, changes in the board. Magnus Munch, who was the PhD-
representative, finished his PhD and left the board. Thank you Magnus 
for all your work! A new member, Jeroen Hoogland, was welcomed 
to the board. All in all a positive and productive assembly.  

After a short break and opening by the chair, Mark van de Wiel, the 
scientific meeting started:

• Paul Eilers, Erasmus MC: Smoothing, splines and mixed models

• Elrozy Andrinopolou, Erasmus MC: Investigating the impact on 
dynamic predictions and effect sizes when miss-specifying the 
association between longitudinal outcomes

• Matteo Amestoy, Amsterdam UMC: Linear mixed models for 
high-dimensional data: extending the functionalities of the 
LMER package

• Martin Boer, Wageningen University: Multidimensional smooth-
ing using sparse mixed models in R package LMMsolver

Presentation slides are available online .

Of course the scientific program was followed by discussion, drinks 
and snacks, now that we could finally meet again.

Further, we had the second seminar of our new online seminar 
series: approximately four times a year a 45-minute session, aiming 
at a broad biostatistical audience, in particular PhD students, will be 
held. Jelle Goeman (Leiden UMC): Advances in Multiple 
testing: All resolutions inference. Like the first seminar, this 
seminar was attended by many PhD Students zbut also more senior 
statisticians, who enjoyed the entertaining talk by Jelle, who explained 
the topic in a clear way using a brain imaging example.

The upcoming BMS-ANed fall meeting will take place on October 
7th 2022, probably on Shrinkage. We hope for another in-person 
meeting with lively discussions!

Photos:
1. Paul Eilers, Erasmus MC
2. Elrozy Andrinopolou, Erasmus MC
3. Matteo Amestoy, Amsterdam UMC
4. Martin Boer, Wageningen University
5. Jelle Goeman, Leiden UMC

Singaporean (SING) Region 

IBS Singapore Region member Jialiang Li was 
elected Fellow of Institute of Mathematical 
Statistics (IMS) in 2022. Dr Li has been affiliat-
ed with National University of Singapore for 
16 years and contributed to research and 
teaching for biostatistics in Singapore. He was 
awarded “for significant contributions to non-
parametric statistics, change point analysis, 
personalized medicine, survival analysis, and 
diagnostic medicine; and for a strong commit-

ment to the advancement of statistical science through interdisciplin-
ary research and professional service.”

Western North American Region (WNAR)
2022 WNAR/IMS/KISS/JR Meeting

The 2022 Annual Meeting of WNAR/IMS/JR was held virtually due 
to COVID-19, with 245 participants. 

There were 29 invited sessions (27 WNAR, 1 IMS, 1 JR), nine 
student paper sessions, and five contributed sessions. WNAR’s 
Justice, Equity, Diversity and Inclusion (JEDI) committee hosted a 
panel discussion and social hour. Two short courses were offered: 
“Veridical Data Analysis” presented by Bin Yu and Rebecca Barter 
(UC Berkeley), and “Clinical Development of New Drugs’’ pre-
sented by Naitee Ting (Boehringer Ingelheim).

Professor Nicholas Jewell (UC Berkeley) gave the Presidential 
Invited Address “Biostatistics in Infectious Disease Research: Test-
negative designs from Influenza, Dengue and Ebola to COVID-19.”

Professor Bin Yu (UC Berkeley) was awarded the inaugural IBS/
WNAR Outstanding Impact Award and Lectureship (more below).

WNAR thanks Damla Senturk (UCLA) for her efforts as the 
Program Chair and the Organization Committee: Subodh Selukar 
(Chair; St. Jude’s Children’s Research Hospital), Adam Elder 
(University of Washington), Kendrick Li (University of Michigan), 
Eric Morenz (University of Washington) for coordination of the 
virtual conference.

2022 WNAR/IMS/KISS/JR Student Paper 
Competition

Forty students participated in the virtual student paper compe-
tition. The student competition chair, Fan Yang, coordinated the 
judging process with 11 reviewers.

There were two winners (tied) in the written category: Anna 
Neufeld, University of Washington (“Inference after latent vari-
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able estimation for single-cell RNA sequencing data”) and Shuting 
Shen, Harvard University (“Fast distributed Principal Component 
Analysis for large scale federated data”).

There were also two winners (tied) in the oral category: Larry 
Han, Harvard University (“Privacy-preserving and communica-
tion-efficient causal inference for hospital quality measurement”) 
and Tianyu Zhang, University of Washington, (“Regression in 
Tensor Product Spaces by the Method of Sieves”).

The students were honored at a special zoom event and awardees 
will receive certificates and monetary awards. We give a special thanks 
to the chair of the student paper competition, Fan Yang, University 
of Colorado Anschutz Medical Campus, and the rest of the com-
mittee: Jarret Barber (Northern Arizona University), Fei Gao (Fred 
Hutchinson Cancer Research Center), Joshua Keller (Colorado State 
University), John Rice (University of Colorado Anschutz Medical 
Campus), Subodh Slukar (St. Jude’s Children’s Research Hospital), 
Krithika Suresh (University of Colorado Anschutz Medical Campus), 
Katherine Wilson (University of Washington), Fan Xia (University 
of Washington),  Fuyong Xing (University of Colorado Anschutz 
Medical Campus), Ting Ye (University of Washington), Ying Zhou 
(Fred Hutchinson Cancer Research Center) 

Figure 1. Screenshot of Zoom Student Competition Award Ceremony

Inaugural IBS/WNAR Outstanding Impact Award 
and Lectureship Recipient Announced
On behalf of WNAR and the WNAR Award Committee, we 
would like to congratulate Dr. Bin Yu of UC Berkeley, the recip-
ient of the inaugural WNAR Outstanding Impact Award and 
Lectureship. Congratulations, Dr. Yu!

The WNAR of IBS Outstanding impact and Lectureship Award 
was established in 2021 to recognize an outstanding individual 
or team, regardless of race, gender, sexual orientation, nation-
ality or citizenship, who has made a significant impact on our 
society through service and/or research in the development and 
application of statistical, mathematical, and data science theory 
and methods in the biomedical or environmental sciences. A 
significant impact can comprise either a single contribution of 
extraordinary merit or an outstanding aggregate of contributions 
that significantly impacts biosciences and environmental sciences. 

Dr. Bin Yu is the Chancellor’s Distinguished Professor and Class 
of 1936 Second Chair in the Departments of Statistics and 
Electrical Engineering and Computer Sciences at UC Berkeley. Dr 
Yu’s nomination package clearly demonstrated her fundamental 
contributions in both statistical theory and practice, which has 
lasting impacts across the fields of statistics and interdisciplin-
ary domains; her high visible role model, especially for women 
researchers in multiple disciplines; and her outstanding leadership 

in professional and community services that positively influenced 
advancement in and recognition of Biometrics. WNAR is very 
proud of its outstanding members, represented by Dr. Yu.

Congratulations as well to our other nominees, all of whom were 
outstanding and highly impressive in their contributions.

 As a recipient of the award, Dr. Yu gave a talk in the WNAR 
Outstanding Impact Award Lecture entitled “Principles for 
Impactful Data Science and Statistics: Lessons Learned from 
Covid-19 Forecasting and Beyond” at the JSM on Monday, August 
8, 2022. The talk was followed by a panel discussion, with pan-
elists Amy Braverman (JPL), Ying Lu (Stanford), Marc Suchard 
(UCLA), Katerina Kechris (Univ of Colorado, Denver), Bin Yu (UC 
Berkeley), and Hongyu Zhao (Yale).

WNAR members, please plan to submit nomination materials for 
next year’s award. We look forward to recognizing our outstand-
ing members with this honor. More information about the award 
process can be found on the WNAR award website: https://wnar.
org/IBS/WNAR-Outstanding-Impact-Award

Figure 2. Dr. Bin Yu (UC Berkeley) receives the inaugural IBS/WNAR 
Outstanding Impact Award and Lectureship at the JSM, with Dr. Gary 
Chan, WNAR President

2023 WNAR/IMS meeting
The 2023 WNAR/IMS meeting will be in Anchorage, Alaska from 
19-21 June 2023. 

Anchorage is Alaska’s largest city, and is picturesquely located on 
the Cook Inlet.  The Chugach mountains, multiple national parks, 
and 60 glaciers are all a short drive away.  The WNAR confer-
ence is held in June, when the long summer days can be enjoyed. 
Jaiqi Huang (Alaska Department of Fish and Game) is the Local 
Organizer.  Registration information and other details about the 
meeting will be available on the WNAR web page www.wnar.org.

2023 WNAR Student Paper Competition
WNAR sponsors students who enter the student paper com-
petition. All WNAR-region entrants receive their registration 
fees and banquet dinner ticket for free. Monetary prizes will be 
awarded to the best papers in written and oral competitions. 
Information on the 2023 WNAR Student Paper Competition, 
registration information, and program details for the meeting will 
be posted as they become available. 

Jessica Minnier
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Get Connected!

Participate in the IBS Members Community:

1. Sign in to biometricsociety.org with your existing creden-
tials. Contact us if you need assistance. 

2. Visit your profile to update your personal information 
and edit privacy settings.

3. Click Community in the main navigation and select All 
Communities. Members will see a brand new IBS 
Members community to join.

4. After you join the community, be sure to click on the 
group Settings and customize Email Notifications 
so you can only receive the information you want (real-
time updates, a daily digest, or no emails). You may set your 
preferred email address here as well. 

5. The final step, post an update or topic! This channel is 
for IBS members, the goal is to empower 6,000 colleagues 
worldwide to share their unique perspectives, reach out, 
and connect. It will take some time to cultivate these dis-
cussions organically so we appreciate your patience and 
also your input.

We welcome all comments and feedback about the new website. 
Let us know what you think!

Follow IBS on Social Media!

Twitter @IBSstats

Facebook @BiometricSociety

LinkedIn @International Biometric Society

 

Announcements & 
Upcoming Events

International Day for Women in Statistics and Data 
Science (IDWSDS)
When:  Oct 11, 2022 from 09:00 to 17:00 (ET)

Women are under-represented in Statistics and Data Science. 
There have been global efforts to increase women in STEM dis-
ciplines such as the UN’s International Day of Women and Girls 
in Science, the International Day for Women in Mathematics, and 
ISI’s International Year of Women in Statistics and Data Science. 
The responsibility to increase diversity, inclusion and equity falls 
on each one of us, as we strive to ensure greater future repre-
sentation among the younger generations within our profession. 
We must act now. Like the UN and mathematical societies, we 
propose to create an International Day of Women in Statistics 
and Data Science (IDWSDS). We will have a virtual conference to 
celebrate women statisticians and data scientists on the second 
Tuesday of October.

4th International Conference on Statistical 
Distributions and Applications (ICOSDA 2022) 
Starts:  Oct 13, 2022 09:00 (ET)
Ends:  Oct 15, 2022 17:00 (ET)

This international conference is being organized to provide a plat-
form for researchers and practitioners to share and discuss recent 
advancements on statistical distributions and their applications, 
and to provide opportunities for collaborative work. The scopes of 
ICOSDA 2022 include, but not limited to statistical distributions 
and applications; statistical modeling; inference (frequentist or 
Bayesian) on statistical distributions; analysis of high dimensional 
data; generalized linear models; and statistical distributions in the 
era of global pandemic

View the meetings calendar here!

Is something missing? Would you like to add your meeting or 
event to our calendar? If so, please send an email to IBS@biomet-
ricsociety.org with the following information:

1. Event Title
2. Event Description & Location
3. Event Category (IBS Regional Event, IBS Event, Non-IBS Event)
4. Event Link
5. Start/End Date
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