
Greetings and 
welcome to the 
first issue of 2022! 
As I start my term 
as IBS President, 
I’d like first and 
foremost to thank 
the now outgoing 
President, Geert 
Verbeke, for his 
dedication and 
skillful stew-
ardship of the 
Society over the 
past couple of 

years. The COVID-19 pandemic hit most 
of the world within the first trimester 
of Geert’s term and, sadly, is still with us 
and impacting our plans and daily lives. 
Throughout his presidency, Geert was a 
dedicated leader, showing immense adapt-
ability and perseverance to overcome the 
many challenges brought by the pandemic. 
Our heartfelt gratitude to Geert, for a job 
well done! 

Two other IBS officers are also starting 
their terms with me, our Treasurer, Vicente 
Nuñez Anton (Spanish region) and our 
Secretary, Henry Mwambi (South-African 
region). This will be Vicente’s second term 
as an officer, having served as Treasurer-
Secretary over the past two years. For 
Henry, this will be his first term. Also start-
ing their respective first terms are four-
teen new members of IBS’ standing com-
mittees and the new chair of the Awards 
Fund committee, Vilda Purutcuoglu (East 
Mediterranean region). My sincere thanks 
to all these and other volunteers who 
effectively make IBS the vibrant and rele-
vant organization that it is. 

Plans for an in-person IBC2022 in Riga, 
Latvia, are moving full speed ahead, with 
registration open and an exciting scien-
tific program being put in place, together 
with a series of social events. As I write 
this, there are encouraging signs that the 
Omicron wave of the pandemic is receding 
in many parts of the world (though still a 
concern in many others) and the outlook 
for mid-July, when the IBC will take place, 
is quite promising. I encourage you all to 
register for the conference and to come 
to Riga for an opportunity to participate 
in what promises to be an outstanding 
scientific meeting, interacting one-to-one 
with researchers and professionals from 
all over the world.

As Geert highlighted in his farewell col-
umn as president, this year marks the 75th 
anniversary of the IBS, with a number of 
activities to commemorate the date being 
underway and planned to occur during the 
year. The Committee on Communications 
is playing a key role on that front, led by 
its chair, Stephanie Roll (German region), 
and with the support of several volunteers 
(including our newly appointed Social 
Officers), as well as staff members from 
the International Business Office. Please 
check out the 75th Anniversary Corner 
on this and future issues of the Bulletin 
for more details on what is happening and 
how you can get involved and contribute 
to mark the important occasion. 

The year started with the sad news of 
the passing of Sir David Cox on January 
18th, at the age of 97. Professor Cox was 
one of the most prolific and influential 
statisticians of the twentieth century, a 
true giant of our profession. In addition 
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President’s Corner 
Continued from p. 1

to his remarkable scientific contributions, Prof Cox was known 
for his kindness and generosity with his time, having mentored 
and helped the development of many statisticians and scientists 
around the globe. A thread of personal stories illustrating Prof. 
Cox’s influence and impact was started in the IBS Members 
Community page by former IBS President Clarice Demétrio. We 
encourage you to take a look at the compelling messages that 
have been posted and to add your own story to the thread. 

We feel privileged in bringing out the first issue of the Bulletin 
amidst a very special year for IBS. Upcoming mega events like 
IBC2022, followed by IBS seventy-fifth year celebrations that are 
in offing the entire IBS community has a great opportunity to 
contribute to the Society in all possible ways. In addition to the 
call and invites highlighted in the President’s message as well in 
the Anniversary Corners of this issue, the Bulletin is ready to have 
slots reserved for upcoming academic contributions of interest. 
The regional office bearers are already encouraging registration 
of members to join and actively participate in IBC2022. Their 
ongoing efforts to organize a special academic fest with suitable 
regional perspectives to celebrate the long successful journey of 
IBS would certainly yield success. It may also help in enhancing 
the regional membership drives. I am sure the September and 
December 2022 issues of the Bulletin would be overloaded with 
regional information updates to the extent that it may demand 
a special issue of the Bulletin to be published simultaneously 
with contributions par excellence. I dream and perceive that on 
an average, if we receive even one pager regional updates and 
coverage of the events organized from thirty-five regions of IBS, 
a colorful document of around 50 pages would be ready for 
dissemination to the entire fraternity of statistics and biometrics.

From the Editor
The members must enjoy reading ‘Software corner’ and STRATOS 
columns in this issue. We recently have decided to encourage 
the coverage of successful regional efforts by highlighting them 
periodically in future communications of the Bulletin. To begin 
with, this time ‘Editorial updates’ columns do include ‘Biometrical 
Journal’ in addition to our regular featured articles of interest 
from ‘Biometrics’ and ‘JABES’ being popular in attracting the 
attention of the readers. We appreciate the role and initiative 
taken by Hans-Peter Piepho, EAC Chair. This time we do not 
have any response to the editor. However, we propose to bring a 
short writeup on Prof David Cox Sir, who left us recently at the 
age of 97 years leaving strong imprints on statistical academics of 
today. We invite interest in taking up the honored responsibility 
for a comprehensive but concise writeup by intimating the Editor 
BB at the earliest please preferably before 15th April 2022 for a 
submission by 7th May 2022.

Ajit Sahai
Biometric Bulletin, Editor

In closing, I am quite excited about the year that starts and the 
promise it brings of a return to more normal times for all of 
us. I look forward to keeping an open communication channel 
throughout the year, updating you as we make progress on the 
various activities of our vibrant Society. Stay safe and well.

José Pinheiro
International Biometric Society President

jcpinheir@gmail.com
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International Biometric Conference 2022 
Planning Update
With several months having passed since our last update, and 
progress being made on so many IBC projects, it is hard to know 
where to start with this update! Perhaps the best place to start 
is with a general statement on our plans to convene in Riga. In 
short, we are moving ahead, and looking forward to seeing every-
one in person this July.At the same time, we understand the need 
to continue monitoring the situation in Riga and the country of 
Latvia, as local officials address how best to serve the needs of 
their citizens during the waning days of the pandemic and emerg-
ing challenges related to the political climate in Europe.

The scientific program for IBC2022 (Riga, Latvia, 10-15 July) is 
shaping up nicely. Letters of acceptance were sent to all speakers 
in early February. Next to the more than four-hundred thirty con-
tributed papers which have been selected for oral presentation 
and twenty-one invited sessions on a broad range of topics will 
be two poster sessions as well as many specially themed sessions.

Some of these special sessions include the Biometrics and JABES 
showcase sessions, a session celebrating the 75-year history of 
IBS, a Young Statistician Student showcase session, a Nordic-Baltic 
regional session whose speakers have just been announced, and 
several others. Still others will focus on women in statistics and 
visiting professionals from ISI. And additional programming will 
focus on new IBS services that are currently under development. 
We can’t wait to tell you about them!

Returning to the IBS this year will be the very popular Statistics in 
Practice Session, which is essentially a free half-day short course 
held during the conference. The idea is to offer a course on a 
topic of potentially general interest during the conference and to 
have it open to all paid registrants, so no fee and no registration 
is required. However, seats are expected to be limited, so be sure 
to stay tuned for updates. Also, don’t forget to sign up for one of 
our popular Sunday Short Courses when registering for the IBC 
(fee required, and seats are available on a first-come, first-served 
basis). The list of courses and detailed descriptions may be found 
here: https://www.ibc2022.org/events/shortcourse22

Two of the best ways to stay informed about plans for the IBC are 
to visit www.ibc2022.org, the official website of the International 
Biometric Conference, and to engage with registrants through 
our IBC online community (all registrants will be added to 
this community free of charge). And as we draw nearer to the 

conference, you’ll have the opportunity to download the IBC 
2022 mobile application which will include the full conference 
schedule. You’ll also have the chance to map out your schedule 
for the week through the app, so you can be sure not to miss 
your favorite sessions. We intend to launch the mobile app in 
May. The mobile application is one way we are “going green” with 
this year’s IBC. We will share more information on this initiative 
in future updates.

It is reasonable to say that this year’s IBC will be a mixture of 
old and new, and all activities are expected to be held in person 
at the host venue in Riga, Latvia. This IBC will also be a mixture 
of indoor and outdoor programming! Returning once again is 
the opportunity for midweek excursions to a variety of loca-
tions in and around Riga. The list of options is being finalized 
now, and all updates regarding tours and travel will be posted 
online at www.ibc2022.org.

I encourage you to register during the early-bird registration 
period, which concludes on 16 April. And don’t wait to request 
your letters of invitation from the International Business Office 
(conference@biometricsociety.org). Securing Visas may prove to 
be exceptionally tricky this year! So, give yourself as much lead 
time as possible. We look forward to seeing you in Riga.

Respectfully, 
Peter Doherty, CAE, IBS Executive Director

Future Conferences...

XXXII International Biometric Conference (IBC2024) 
Early December 2024 - Buenos Aires, Argentina

XXXIII International Biometric Conference (IBC2026) 
Northern Hemisphere Summer, 2026 - Seoul, Korea

International Biometric 
Conference 
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Anniversary Corner History of the 
International Biometric 
Society 
The International Biometric Society Past President and Professor 
Lynne Billard from University of Georgia has been diligently 
researching the materials contained in the IBS archives. The final 
result of her research will be a fascinating read describing the 
early establishment and development of the society and all its 
regions. The book will be published through CRC Press and will 
be published in time for the IBC2022 in Riga! In the meantime, the 
publisher and the author have agreed to offer a short preview of 
the book, based on a portion of the preface planned for the book. 
Enjoy, and stay tuned for more in the next Biometric Bulletin.

Preface Extract
Boxes of the archives of the International Biometric Society 
(Society) had found a home gathering dust in my office. Eventually, 
it came time to view the contents. By happenstance, the first folder 
pulled from these boxes consisted of the Minutes of the meeting 
at which the Society was founded on Saturday morning September 
6 1947 at Woods Hole. This was, or so it seemed to me, pure gold-
dust. Later when rifling through other boxes, a folder on Fisher’s 
death popped up; inside were letters written to Bliss and Fisher’s 
son with details (another startling find). By now, it was abundantly 
clear that these boxes were a treasure trove about the Society. 
It was also apparent that, rather than being locked away, these 
materials had to be prepared into some format for sharing. Thus it 
came to be that I started to read, to digest, to summarize all these 
pages buried in this gold-mine. There have been many enjoyable and 
unexpected moments as this road was traveled.

May you too enjoy meeting our early members as you read!

Lynne Billard

IBS 75th Anniversary Plans are Moving!
Mark your calendars for Monday, 5 September 2022, the 
date on which we will celebrate the official anniversary of the 
Society! But there’s much more than that to look forward to. As 
I write this, we are in the 2nd half of February and plans for our 
anniversary are being addressed on several fronts. For instance, 
there are no less than three working groups undertaking certain 
aspects of our anniversary planning. Thanks to Stephanie Roll, 
Louise Ryan and Shili Lin for their help in leading our efforts!

Let me update you on several steps that have recently been taken. 
First, we now have a new anniversary logo, and you are 
among the first to see it!

We have already invited you to share your IBS stories with us, 
and that “Call for Stories” campaign is still open. For 
those of you who are not quite ready to create your own video 
and share it with us, we are also happy to accept audio content, 
a photo, or simply a quote! And we are now making the shar-
ing of your stories easier with a new centralized location 
to submit your files, quotes, etc. Start here to begin 
the process:https://members.biometricsociety.org/communities/
community-home?CommunityKey=46e8c867-37ae-43ff-9cc0-5
6e54039bda9   

We are also collecting “fun facts” about the IBS and its history. 
Have something to contribute? Please use the link above. We’d 
love to hear and to share what you know! For instance, can you 
name the first five IBS Regions? Go here for the answer: https://
www.youtube.com/watch?v=mKmxsaLdYiA

Finally, the 75th Anniversary Gala Dinner will take place 
at the Society House Riga on Thursday, 14 July 2022, starting at 
18:45 local time. The evening will start with a cocktail reception, 
followed by a dinner worthy of this IBS milestone at a venue 
located in the heart of this classic European city! A Gala Dinner 
ticket is required to attend. Join IBS and Nordic-Baltic Region 
leadership, volunteers and your peers as we toast the Society and 
its role in serving the profession. If you plan to register for the 
IBC soon, don’t forget to sign up for the Gala at https://www.
ibc2022.org/home.

There is more to come, so be sure to check our next update in 
the Biometric Bulletin. We look forward to celebrating with you 
in 2022!

Respectfully,
Peter Doherty, CAE, Executive Director

Editorial Updates
Biometrics
June 2022 Issue Highlights  
The June Biometric Methodology section includes “Synthesizing 
external aggregated information in the presence of population 
heterogeneity: A penalized empirical likelihood approach,” by 
Ying Sheng, Yifei Sun, Chiung-Yu Huang, and Mi-Ok Kim; “A 
model for analyzing clustered occurrence data,” by Wen-Han 
Hwang, Richard Huggins, and Jakub Stoklosa; “Joint model for 
survival and multivariate sparse functional data with application 
to a study of Alzheimer’s disease,” Cai Li, Luo Xiao, and Sheng 
Luo; “Causal interaction trees: Finding subgroups with hetero-
geneous treatment effects in observational data,” by Jiabei Yang, 
Issa J. Dahabreh, and Jon A. Steingrimsson; “A kernel regression 
model for panel count data with nonparametric covariate 
functions,” by Yang Wang and Zhangsheng Yu; “Geostatistical 
modeling of positive definite matrices: An application to dif-
fusion tensor imaging,” by Zhou Lan, Brian Reich, Joseph 
Guinness, Dipankar Bandyopadhyay, Liangsuo Ma, and F. Gerard 
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Moeller; “Varying coefficient frailty models with applications 
in single molecular experiments,” by Ying Hung, Li-Hsiang Lin, 
and C. F. Jeff Wu; “Simultaneous estimation of cluster number 
and feature sparsity in high-dimensional cluster analysis,” by 
Yujia Li, Xiangrui Zeng, Chien-Wei Lin, and George C. Tseng; 
“Recruitment prediction for multi-centre clinical trials based 
on a hierarchical Poisson-gamma model: asymptotic analysis and 
improved intervals,” by Rachael Mountain and Chris Sherlock; 
“Semiparametric estimation of the non-mixture cure model 
with auxiliary survival information,” by Bo Han, Ingrid Van 
Keilegom, and Xiaoguang Wang; “Global sensitivity analysis of 
randomized trials with non-monotone missing binary outcomes: 
application to studies of substance use disorders,” by Daniel O. 
Scharfstein, Jon Steingrimsson, Aidan McDermott, Chenguang 
Wang, Souvik Ray, Aimee Campbell, Edward Nunes, and Abigail 
Matthews; “Regression-based negative control of homophily 
in dyadic peer effect analysis,” by Lan Liu and Eric Tchetgen 
Tchetgen; “Non-parametric estimation of Spearman’s rank cor-
relation with bivariate survival data,” by Svetlana Eden, Chun 
Li, and Bryan Shepherd; “Spatial factor modeling: A Bayesian 
matrix-normal approach for misaligned data,” by Lu Zhang 
and Sudipto Banerjee; “Sparse linear discriminant analysis for 
multi-view structured data,” by Sandra E. Safo, Eun Jeong Min, 
and Lillian Haine; “Variance reduction in the inverse probability 
weighted estimators for the average treatment effect using the 
propensity score,” by J. G. (Jiangang) Liao and Charles Rohde; 
and “On polygenic risk scores for complex traits prediction,” by 
Bingxin Zhao and Fei Zou.

Among the papers in the Biometric Practice section are: 
“Small-sample inference for cluster-based outcome-dependent 
sampling schemes in resource-limited settings: investigating low 
birthweight in Rwanda,” by Sara Sauer, Bethany Hedt-Gauthier, 
Claudia Rivera-Rodriguez, and Sebastien Haneuse; “Bayesian 
data fusion: probabilistic sensitivity analysis for unmeasured 
confounding using informative priors based on secondary data,” 
by Leah Comment, Brent Coull, Corwin M. Zigler, and Linda 
Valeri; “Pursuing sources of heterogeneity in modeling clustered 
population,” by Yan Li, Chun Yu, Yize Zhao, Weixin Yao, Robert H. 
Aseltine, and Kun Chen; “EMBRACE: an EM-based bias reduc-
tion approach through Copas-model estimation for quantifying 
the evidence of selective publishing in network meta-analysis,” 
by Arielle K. Marks-Anglin, Chongliang Luo, Jin Piao, Mary Beth 
Connolly Gibbons, Christopher Schmid, Jing Ning, and Yong 
Chen; “The Tukey trend test: Multiplicity adjustment using mul-
tiple marginal models,” by Frank Schaarschmidt, Christian Ritz, 
and Ludwig Hothorn; “Identifying regions of inhomogeneities in 
spatial processes via an M-RA and mixture priors,” by Marco 
H. Benedetti, Veronica J. Berrocal, and Naveen N. Narisetty; 
“A Bayesian spatial model for imaging genetics,” by Yin Song, 
Shufei Ge, Jiguo Cao, Liangliang Wang, and Farouk Salim Nathoo; 
“Modeling dynamic correlation in zero-inflated bivariate count 
data with applications to single-cell RNA sequencing data,” by 
Zhen Yang and Yen-Yi Ho; and “Inverse probability weighted esti-
mators of vaccine effects accommodating partial interference 
and censoring,” by Sujatro Chakladar, Samuel P. Rosin, Michael 
G. Hudgens, M. Elizabeth Halloran, John D. Clemens, Mohammad 
Ali, and Michael E. Emch.

Editorial Board News

Co-Editor Mark Brewer’s (British & Irish Region) term has 
concluded on 31 December 2021. We thank Mark for excel-

lent service to Biometrics! He was succeeded by Katja 
Ickstadt (German Region) who will serve as Co-editor for the 
years 2022 – 2024. Further, at the end of 2022, Alan Welsh 
(Australasian Region) will conclude his three-year term, so 
his successor must be identified.  We follow the geographical 
convention that has been in place since the inception of the 
three CE system, which dictates that at any time the three 
CEs are from Europe, North America, and locations outside of 
Europe and North America.  Alan is from Rest of World, so he 
should be succeeded by a new CE from that same part of the 
world. A search committee will has been formed, consisting of 
Geert Molenberghs, Biometrics Executive Editor, Chair (Belgian 
Region); Bill Rosenberger, Biometrics CE (ENAR); Katja Ickstadt, 
Biometrics CE (German Region);  Alan Welsh, Biometrics CE 
(Australasian Region); Hans-Peter Piepho, EAC Chair (German 
Region); and members from the Editorial Advisory Committee, 
to be identified by the Executive Editor and the EAC Chair, and 
to be approved by the Executive Board. 

Associate Editors (AEs) for Biometrics serve two-year, renew-
able terms that start on 1 July of each year. Roughly half of 
the AEs have terms ending on 30 June 2022; accordingly, each 
Spring, the Co-Editors review the expertise of the current AEs 
and submission trends with an eye toward possibly bringing on 
new AEs with expertise that is underrepresented or may be 
lost by AE retirements.  The CEs welcome suggestions at any 
time from the IBS membership regarding individuals who may 
be excellent choices to serve as AEs.  Please send suggestions, 
along with a CV or URL where the individual’s qualifications 
may be found, to the journal Editorial Managers, (Ms. Chantal 
Brodie and Ms. Ann Hanhart), at biometrics@biometricsociety.
org.  Self-nominations will be considered.

Biometrics Twitter Account

Kindly be reminded of our twitter account: https://twitter.com/
Biometrics_ibs 

Geert Molenberghs 
Biometrics Executive Editor

The Journal of Agricultural, Biological, and 
Environmental Statistics (JABES)
I would like to introduce myself as the new Editor-in-Chief for 
the term 2022-24 for JABES. I am delighted to work for this 
lively journal with an exciting present and future impacting on 
the statistical and subject matter fields. In the name of JABES, 
I want to express my sincere thanks to Brian Reich who has 
worked hard in favor of the journal, leaving it with great figures 
this past year. In particular, some highlights for 2021 are the fol-
lowing: (a) 46 articles published online, (b) 281 submissions, (c) 
79032 article downloads, and (d) 13 published Open Access. We 
do hope to keep things in that line improving wherever possible.

 We have one Special Issue on Causal Inference - C. Zigler 
(Cory.Zigler@austin.utexas.edu) and Shu Yang (syang24@ncsu.
edu) as guest editors - currently running from 2021 that 
we expect to be ready for the second semester of 2022. In 
February 2022, we have also opened a second Special Issue 
on Deep Learning in Global Geo-Spatial Data Analytics for 
Environmental Sustainability with guest editors Dr. Gai-Ge Wang 
(wgg@ouc.edu.cn), Dr. Xiao-Zhi Gao ( xiao.z.gao@gmail.com) 
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and Dr. Yan Pei (peiyan@u-aizu.ac.jp), hoping this will attract 
many researchers interested in this important and timely topic.

The winners of the 2022 competition of The Section on 
Statistics and the Environment (ENVR) of the ASA have 
been recently made public. These winning papers will be eli-
gible for review in the Journal of Agricultural, Biological, and 
Environmental Statistics.

The March, 2022 issue of JABES features a first editorial from 
the EiC, and it is comprised of the following papers: 

Spatial Generalized Linear Models with Non-Gaussian Translation 
Processes by R Richardson

A Higher-Order Singular Value Decomposition Tensor Emulator 
for Spatiotemporal Simulators by G Gopalan and CK Wikle 

A Directionally Varying Change Points Model for Quantifying 
the Impact of a Point Source by JL Warren and J Song

Bayesian Estimation for the GreenLab Plant Growth Model with 
Deterministic Organogenesis by S Malefaki, D Logothetis, S 
Trevezas and P-H Cournède

Modeling Forest Tree Data Using Sequential Spatial Point 
Processes by A Yazigi, A Penttinen, A-K Ylitalo, M Maltamo, P 
Packalen and L Mehtätalo 

Generalized Fiducial Inference for Threshold Estimation in 
Dose–Response and Regression Settings by TCM Lee, S Hwang 
and RCS Lai

Bayesian Models for Analysis of Inventory and Monitoring Data 
with Non-ignorable Missingness by LJ Zachmann, EM Borgman, 
DL Witwicki, MC Swan, C McIntyre and NT Hobbs

Function-on-Function Partial Quantile Regression by U Beyaztas, 
HL Shang and A Alin    

Techniques to Improve Ecological Interpretability of Black-Box 
Machine Learning Models by T Welchowski, KO Maloney, R 
Mitchell and M Schmid 

Measuring abundance: Methods for the Estimation of Population 
Size and Species Richness by ST Buckland

JABES should be home for Data Science broadly defined as 
the science of learning from data, incorporating advances in 
computation and data analytics, with statistical theory and infer-
ence for problems coming from the branches that sustain the 
journal. I would like to encourage interdisciplinary submissions 
that involve collaboration between statisticians and other data 
scientists to find solutions to these challenges, through inno-
vative methodological developments and applications, bringing 
together data science and statistics. The innovative methodol-
ogy should be directly motivated by real world data problems 
in agricultural, biological and environmental settings. If you have 
a suggestion for a special issue, we would be pleased to hear 
from you.  We are also keen to publish papers that summarize 
the state of methodological development in subject areas for 
which technological advances are generating a demand for new 
statistical approaches. If you feel that you could offer such a 
paper, or can suggest a topic together with possible authors, 
please let me know.

For more information on upcoming issues, the editorial board, 
and the aim and scope of the journal, please visit our website 
http://link.springer.com/journal/13253. We also accept submis-
sions of books to review in the upcoming issues of JABES; to 
submit a book for review, please see the above website (click 
on “Editorial Board’’) or contact Eleni Matechou (e.matechou@
kent.ac.uk ).

Please follow us on Twitter:  @JabesEditor 
Jorge Mateu

Editor-in-Chief
February 2022

Biometrical Journal
Biometrical Journal is published as a Wiley journal in coop-
eration with and under the oversight of three regions of the 
International Biometric Society: German, Austro-Swiss, and 
Italian Region.

Biometrical Journal publishes papers on statistical meth-
ods and their applications to data arising in all life sciences 
including medicine, environmental sciences, and agriculture. 
Methodological developments should be motivated by an inter-
esting and relevant problem from these areas. 

Editors are currently Arne Bathke (Salzburg) and Matthias 
Schmid (Bonn), supported by the coordinating editors Antonello 
Maruotti (Roma/Rome) and Georg Zimmermann (Salzburg), as 
well as about 40 Associate Editors from all over the globe.

The Biometrical Journal has established itself as one of the first 
journals strongly emphasizing reproducible research. Before 
a manuscript can be finally accepted, authors are required to 
submit computer code and data sets used to illustrate new 
methods. Once these are checked for reproducibility, they 
are published as supporting information alongside the paper. 
Currently, the reproducible research editors are Fabian Scheipl 
(München/Munich) and Fabian Raters (Göttingen).

Among the topics traditionally covered by Biometrical Journal 
are, in particular, clinical trial methodology & multiple testing, 
statistical modeling, and time-to-event analysis. 

In Issue 3/2022, for example, Tian et al. focus on stepped wedge 
designs with unequal cluster sizes. Specifically, the authors 
analyze the effects of between-cluster and within-cluster 
imbalances on GEE analysis, considering in particular binary 
outcomes. Based on experiences made during the COVID-19 
pandemic, Beyersmann et al. discuss design aspects of COVID-
19 treatment trials, including appropriate choice of endpoints 
and sample size considerations. Ren et al. propose a regularized 
statistical modeling approach for the identification of gene-en-
vironment interactions. Their method is based on a hierarchical 
sparse group penalty respecting the hierarchical structure 
associated with main effects and interaction terms. Gierz & 
Park propose a sequential testing approach for the detection of 
multiple change points in the hazard of a Weibull time-to-event 
model, allowing for modeling distribution shifts under censoring 
or truncation. The proposed testing procedure infers the loca-
tion of the change points from the data and does not require 
them to be known in advance. 
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Some of the highlights of the recently published Issue 01/2022 
include Segbehoe, Schaarschmidt, & Djira’s asymptotic method 
for constructing simultaneous confidence intervals for quantiles, 
as well as penalized GEE methods for simultaneous modeling of 
mean and correlations for longitudinal binary data by Huang & Pan. 
Another paper on longitudinal and time-to-event analysis is the one 
by Sorrell et al. who have evaluated copula-based estimation of the 
correlation between semi-competing risk survival endpoints.

by Matthias Schmid (Bonn)  
and Arne Bathke (Salzburg)

Software Corner 
Deep learning with Keras in R
Stephanie Clark
School of Mathematics and Physical Sciences, University of Technology 
Sydney

There’s a lot of talk these days about big data and the power and 
benefits of deep learning algorithms. The increasing ability to collect 
and disseminate all types of data, often in real-time, is generating 
much larger datasets than have historically been available in many 
fields, leading many statistical researchers to speculate whether 
machine learning algorithms such as deep learning networks might 
be of value for efficiently analyzing their particular set of data.

However, the perceived leap from traditional statistical modeling 
in R into the more computer-science-based world of Python, 
where much of the development of deep learning techniques 
occurs, may be enough to inhibit the exploration of these pos-
sibilities for some statisticians. Granting that R may be the most 
comfortable option for many researchers in terms of pre-pro-
cessing the data and visualizing the results, transferring the middle 
portion of an analysis into and out of Python is not a very appeal-
ing prospect. Fortunately, a bridge exists in the form of Keras for 
R, an easy to implement, flexible connection from R to the back-
end of TensorFlow which performs the deep learning analyses. 
Keras in R opens the possibility of containing the entire project 
within a single R workflow without switching the analysis entirely 
or partially into Python to access the function of TensorFlow.

A brief background on neural networks and deep 
learning

In general, while classical statistical analyses are focused on 
inference and providing detailed explanations of a system, 
machine learning places more importance on efficiently and 
accurately making predictions of system behavior. Neural net-
works can be used for classification or regression tasks and 
are particularly beneficial when working with large data sets, 
where the underlying system is not well understood (possi-
bly containing nonlinear relationships between components), 
where the predictor space is not well defined (the neural 
network does the feature engineering), when working with 
diverse data sources, and for analyses in real time (it can be 
trained on existing data and updated as new data comes in). 
Common applications are in image pattern recognition (facial 
or health images), meteorology, ecology, time series pattern 
analysis and prediction, anomaly detection, economics and nat-

ural language processing - though the creativity of researchers 
is continually expanding the application of these techniques to 
new areas.

The most basic neural network, known as a multi-layer percep-
tron (MLP), comprises a set of interconnected nodes arranged 
into layers - an input layer, one or more hidden layers, and an 
output layer. It is through the inclusion of the hidden nodes 
that the MLP can discover important interactions between the 
input variables needed for constructing a good prediction of 
the outcome. Each connection between nodes has an associat-
ed weight (statisticians would tend to use the word parameter 
instead) and as data flows between each layer a bias is added to 
the summed weighted inputs before the data is run through an 
activation function at each node. The activation function allows 
for a nonlinear mapping between the inputs and outputs of each 
node. An example of a 2-layer MLP is shown below. Recurrent 
neural networks (RNNs) are an extension of the MLP for time 
series data - the input data are no longer processed in a single 
step, instead the model loops through each time step sequential-
ly with a ‘state’ being retained and updated in the hidden layer. 
Training a neural network is the process of fitting the model and 
estimating the unknown model parameters (weights and biases). 
This is an iterative process of feeding observed data through the 
model, comparing the model prediction to the observed output, 
and incrementally improving the parameters until the output best 
resembles the measured data.

Deep learning extends traditional neural networks to include a 
multitude of layers, each characterized as a potentially nonlinear 
function of the output from the previous layer. Both the MLP and 
RNN have deep learning counterparts: the convolution neural 
network (CNN) for multi-layer analysis of 2D data (ie. images) 
and the long short-term memory algorithm (LSTM) for multi-time 
step analysis of time series data. In CNNs, which make up the main 
portion of deep learning applications, each output is a function of 
a small number of neighboring inputs. These networks can have 
up to hundreds of thousands of layers, with each layer performing 
a transformation to the data before passing it to the next layer. 
In LSTMs, which model sequential data such as long time series, 
each output is a function of all previous members of the input, 
with important information retained over time in memory cells 
and unimportant information forgotten. Deep learning algorithms 
are especially useful for analyzing data with complex spatial or 
sequence dependencies, and data that require a lot of feature 
engineering. For more information on deep learning in general, see 
Goodfellow et al (2016) which is freely available online.
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What is Keras?

Keras is an API (application programming interface) designed 
for deep neural networks and built in Python. Keras allows easy 
interaction between the user and the backend application that 
will ultimately perform the deep learning computations, through 
an intuitive facilitation of model setup and data input/retrieval. 
TensorFlow (developed by Google) is the default backend for 
Keras, providing a platform for machine learning computations. 
Keras also runs with other backends such as Theano (University 
of Montreal) and CNTK (Cognitive Toolkit, Microsoft). Other 
Keras resources include built-in datasets, data set generators, 
and pre-trained models that can be used for feature extraction, 
fine-tuning and prediction with new data. For more information 
on Keras in Python, visit https://keras.io/getting_started/.

In R, the ‘keras’ package (Chollet & Allaire, 2017) is an interface to 
the Python Keras package, allowing the user to remain working in 
R while accessing TensorFlow to build and run their deep learning 
model. It enables the running of CNNs, LSTMs and various com-
binations of these. Two books (with the same name!) provide very 
useful information ranging from the basics of neural networks 
up to advanced deep learning implementations in R with Keras 
(Chollet & Allaire, 2018; Ghatak, 2019).

Getting started

Keras in R is installed through the usual install.packages() com-
mand followed by a further install_keras() command, as in:

install.packages(“keras”)
library(keras)
install_keras()

A tensor flow package also needs installation in the same way. 
As Keras in R is an interface to Keras in Python, it is necessary to 
have Python installed also.

Once installed, the use of Keras in R is straightforward. Data is 
preprocessed, the model architecture is set up, hyperparameters 
are chosen, training is performed, the model is evaluated, and 
finally the model can be used for predictions.

Data setup

As TensorFlow requires data in a tensor format, this usually 
requires some rearranging of a set of measurement data. Keras 
provides data set generators which can do this for you, either 
for use in CNNs or LSTMs. For CNNs, an image data generator 
automatically converts image files into pre-processed tensors. A 
jpeg is automatically decoded into an RGB grid of pixels, rescaled 
and set into batches. For sequential data, a time series data gener-
ator automatically converts temporal data into sequential batches 
of input/output.

Input data is usually normalized by variable and categorical 
variables need to be integer-encoded. The data set is then split, 
usually into three portions: training data, used to train the model; 
validation data, used to mitigate overfitting during the training 
process; and testing data, a portion that is withheld from the 
training process and is used to test the generalization ability of 
the trained model. The ratio of this data split is often of the order: 
60%, 20%, 20%. For time series data, the split is sequential, but for 
tabular data it is usually random.

Model setup

The layout of the network, such as the number of layers and the 
number of nodes on each layer, is set through Keras. Generally 
the multiple layers will be set with a decreasing number of nodes 
on each. This is done through the keras_model_sequential() 
command, which is as easy as adding an additional line for each 
additional network layer, as shown below for a 2-layer network 
with 64 nodes on the first hidden layer and 32 on the second. 
Here there is a single output node indicating that this model 
is either for regression or binary classification. If it were for an 
n-class classification task, the final layer would instead have n units.

model = keras_model_sequential() %>%
layer_dense(units=64,  activation=”relu”, input_shape=n-
col(x_train)) %>%

layer_dense(units=32, activation=”relu”) %>%
layer_dense(units=1, activation=”linear”)

 Because neural networks tend to be very highly parameterized, 
it is often helpful to use some kind of regularization to stabilize 
the model fitting process. Keras provides several options, includ-
ing dropout or weight decay regularization. Dropout involves the 
random deactivation of a small percentage of the nodes in each 
hidden layer during the training phase, preventing overfitting by 
lessening the dependence of the model on individual nodes and 
providing a more balanced representation of the data by the 
model. Weight decay, or L2, regularization prevents overfitting 
through the penalization of large weights, shrinking them accord-
ing to a pre-set regularization hyperparameter. Either regular-
ization method can be added during specification of the model 
architecture. For example, the above model with 20% dropout on 
each hidden layer would be set as:

model = keras_model_sequential() %>%
layer_dense(units=64,  activation=”relu”, input_shape=n-
col(x_train)) %>%

layer_dropout(dropout=0.2) %>%
layer_dense(units=32, activation=”relu”) %>%
layer_dropout(dropout=0.2) %>%
layer_dense(units=1, activation=”linear”)

Training

Before beginning training, the loss function and updating mech-
anism, or optimizer, must be specified. The loss, or difference 
between the measured and predicted values, is used as feedback 
to an optimization algorithm that guides the updating of the 
weights and biases. For regression this is often MSE, and cross-en-
tropy loss for classification. Optimizers, such as the stochastic 
gradient descent algorithm or Adam, aim to diminish the error 
with each step, updating weights so that the error will be smaller 
on the next iteration. There are a number of choices for loss and 
optimization which are outlined on the Keras webpage. Simple 
code is used for compiling the model with its relevant loss func-
tion and optimization choices:

model %>% compile(loss = “mse”, optimizer =  “adam”,
metrics = list(“mean_absolute_error”))

Now the model is ready for training, which involves an iterative 
updating of the weights and biases until the model output match-
es the observed response data in the training set. The number of 
training epochs, batch size, data to be used for the training predic-
tor and response variables (x_train, y_train), and validation data 
(x_val, y_val) are set within the fit() function. To reduce memory 
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STRengthening 
Analytical Thinking for 
Observational Studies 
(STRATOS): Report from 
the Causal Inference 
Topic Group (TG7)
Ingeborg Waernbaum1, Bianca De Stavola2, Vanessa Didelez3, 
Erica Moodie4, Saskia le

Cessie5,6, Els Goetghebeur6 on behalf of STRATOS TG7

1 Department of Statistics, Uppsala
University, SW.
2 GOS Institute of Child Health,
University College London, U.K.
3 Department of Mathematics and Computer Science, University 
of Bremen and Department of Biometry and Computer Science, 
Leibniz Institute for Prevention Research and Epidemiology, 
Germany.
4 Department of Epidemiology,
Biostatistics and Occupational Health,
McGill University, CA.
5 Department of Clinical Epidemiology
and Department of Biomedical Data
Sciences, Leiden University, NL.
6 Department of Applied Mathematics,
Computer Science and Statistics, Ghent
University, BE.

We are pleased to provide a brief update on activities of the 
causal inference topic group, TG7 of the STRATOS initiative with 
the objective to support practicing statisticians with guidance on 
implementing novel statistical methods in the expanding research 
area of causal analysis. Statistical analysis targeting causal esti-
mands have been under intense development in the last decades, 
see e.g. the book by Hernan and Robins for an accessible intro-
duction [1]. Performing accurate analysis with justified underlying 
assumptions remains challenging, however, and revealed itself over 
again over the course of the COVID-19 pandemic.

In “Formulating causal questions and principled statistical 
answers” [2], TG7 provides a roadmap for empirical scientists to 

requirements and speed up training, data is input to the model in 
batches (or subgroups of observations) with an update of model 
parameters after each batch. One epoch of training is complete 
when the model has seen all batches that make up the dataset.

history <- model %>% fit(x_train, y_train,
epochs = 200, batch_size = 32,

validation_data = list(x_val,y_val))
In practice, it will be important to repeat the analysis over a broad 
range of choices of the various hyperparameters (eg. number of 
layers, number of nodes per layer, regularization method, etc.) 
and choose the hyperparameters for use in the final model that 
produce the best results.

Evaluation and prediction

To test the generalizability of the ultimately chosen model, the 
trained model is evaluated on data not seen by the model during 
the training process. The root mean squared error of a regression 
estimate or the accuracy of classifications can be determined, 
providing a measure of how effective the model is at making pre-
dictions on previously unseen data.

model %>% evaluate(x_test, y_test)
Finally, predictions can be made with the trained model. A list 
of predicted y-values or classes for each item of x_test can be 
found with:

model %>% predict(x_test)
model %>% predict_classes(x_test)

Application

We recently used Keras to model time series corresponding to 
daily measurements of groundwater levels as a function of rain 
and other climate variables. As a simple example, the following 
figure shows the observed groundwater levels in blue, along with 
rainfall measurements in turquoise. The split of the data into 
training, validation and testing segments can be seen. The orange 
line shown in the testing segment represents the predictions 
constructed by an LSTM using the training and validation compo-
nents of the dataset. See Clark et al (2020) for more discussion. 

 

References and additional resources

All code used in this article can be found here.

Chollet, F. & Allaire, J. J. (2017). R interface to keras. https://github.
com/rstudio/keras

Chollet, F. & Allaire, J. J. (2018). Deep learning With R. Manning 
Publications Company.

Clark, S., Hyndman, R.J., Pagendam, D. and Ryan, L.M. (2020). 
Modern strategies for time series regression. International 
Statistical Review, 88, pp.S179-S204.

Ghatak, A. (2019). Deep Learning with R. Springer.

Goodfellow, I., Bengio, Y. & Courville, A. (2016). Deep Learning. MIT 
Press. http://www.deeplearningbook.org

The following webpages provide a wealth of explanations, guid-
ance and examples of deep learning in R:

Keras in R: https://keras.rstudio.com/index.html

Examples of applications: https://blogs.rstudio.com/ai/gallery.html

More basic guidance: https://tensorflow.rstudio.com/guide
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perform statistical analysis for causal inquiries. The introductory 
paper targets causal estimands for specific scientific inquiry and 
shows how various estimation approaches compare in principle 
and in an applied setting. Simulating the counterfactual worlds 
yields gold standard answers which help see the consequence 
of various analysis choices. The field gains new momentum as its 
importance beyond observational studies, gets emphasized in the 
regulated clinical trials world. Citing from addendum ICH E9 (R1) 
on estimands and sensitivity analysis in clinical trials from the 
European Medical Agency 

“An estimand is a precise description of the treatment effect 
reflecting the clinical question posed by a given clinical trial 
objective. It summarizes at a population level what the outcomes 
would be in the same patients under different treatment condi-
tions being compared.”

The tutorial paper [2] is accompanied by ready to go teaching 
material for a companion course accessible at the group’s website 
www.ofcaus.org. Exercises cover both introductory discussion 
topics and data analysis involving outcome regression, matching, 
propensity score regression and weighting, plus combinations 
thereof besides instrumental variable analyses. Suggested solu-
tions of practicals include R, Stata and SAS.  

One current project develops a tutorial for causal survival analy-
sis along similar lines, with due attention for covariate dependent 
censoring of the time to event outcome. We zoom in on the 
difference between potential survival curves as the estimand of 
interest.  The role of inverse probability of treatment and/or cen-

soring, outcome regression model (mis-)specification are studied 
and compared. An introduction to the use of potential survival 
times is provided in the tutorial paper [3] of the survival analysis 
topic group, TG8, see also [4] for an early use of potential survival 
time, and the contribution by Vanessa Didelez in causal mediation 
analysis for survival outcomes [5]. 

Led by Saskia le Cessie and Els Goetgehbeur from TG7, 
the STRATOS initiative has become an active partner in 
the SISAQOL-IMI (Setting International Standards of Patient-
Reported Outcomes and Quality of Life Endpoints in Cancer 
Clinical Trials – IMI; https://www.sisaqol-imi.org/) consortium. 
The consortium aims to generate recommendations to stan-
dardize the use, analysis, and interpretation of patient reported 
outcome (PRO) data in single arm studies as well as randomized 
cancer trials.  For this purpose, we collaborate with academic 
institutions as well pharmaceutical companies, FDA and EMA 
staff as well as patient and clinician representatives led by an 
EORTC team. 

The members of TG7 have participated in Stratos-organized ses-
sions at various conferences. A selection of presentations: Erica 
Moodie, Foundations in Causal Thinking for Health

Data Statisticians at the Italian Region Biometric Conference; 
Vanessa Didelez presenting Causal Inference for Survival 
Outcomes: a Censored Edition, at the Society for Epidemiologic 
Research – SER, Bianca De Stavola, Saskia le Cessie and Ingeborg 
Waernbaum giving invited presentations: Tutorial in Causal 
Inference I-III at the RSS 2020. 

This is a paid ad from StataCorp
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Region News 
Australasian Region (AR)
Annual General Meeting and Mini Conference

The IBS-AR annual general meeting was held in December with 
30 members joining via Zoom. Our president Vanessa Cave pro-
vided an update and we elected James Curran as President elect 
and Garth Tarr as Bulletin Correspondent. Congratulations to 
James and many thanks to Rina Hannaford for her service to the 
society as she steps down from the Bulletin Correspondent role. 
We continue to be very ably represented with the re-election 
of Ian Renner (Treasurer), David Baird (Secretary), Sam Rogers 
(Membership secretary), Emi Tanaka (Social Media Coordinator) 
and Hans Hockey (Website manager).

Following the AGM we took the opportunity to have a online mini 
conference, with a diverse selection of interesting invited talks:

- Anjali Gupta - Variation in hyperspectral imaging data for inks

- Matthew Schofield - Estimating abundance with capture-recap-
ture: the importance of model, estimator, and prior choice

- Ruth Butler - Archaeologist, Detective, Counselor... The many 
roles of a Biometrical Consultant

- Ellis Patrick - Extracting meaningful information about disease 
from state-of-the-art cell imaging assays

Joint IBS-AR/SEEM Regional Conference, Bay of 
Islands, NZ

27 November – 1 December 2023

The Joint IBS-AR/SEEM Regional Conference was to be held at 
the end of 2021, however given the global uncertainties around 
COVID-19 it was postponed for two years to November 27th to 
1st December 2023 at the Copthorne Hotel and Resort, Bay of 
Islands, Waitangi, New Zealand. It will be a joint conference with 
the Statistics in Ecology and Environmental Monitoring (SEEM) 
meeting. Please make a note of this in your diaries!

As in the past, the conference will look at statistics research and 
applications in medicine and public health, agriculture and environ-
ment, genetics, natural sciences and education. 

Brazilian Region (RBras)
Annual Conference

The 65th RBras Annual Conference was held as an online event 
on September 10-11, 2021 (https://rbras.org.br/65a-rbras-e-19o-
seagro/). It was organized by the Department of Exact Sciences, 
Luiz de Queiroz College of Agriculture (ESALQ), University of São 
Paulo, with the collaboration of several RBras members and had 
national and international contributions. We would like to thank all 
the attendees, speakers, scientific committee and organizers.

The next annual meeting of  RBras will be held in Florianópolis, 
Santa Catarina, Brazil, from November 16-18, 2022. We are grateful 
to all committee members from the Federal University of Santa 
Catarina (UFSC) for their willingness and help with the organiza-
tion. All the IBS community is welcome to attend this conference 
in the same place where the IBS 2010 was organized in a very 
successful way.

RBras and the Brazilian Journal of Biometrics

The RBras is pleased to announce the Brazilian Journal of 
Biometrics (https://biometria.ufla.br/index.php/BBJ), a journal that 
in 2022 completes 40 years, has become the official journal RBras 
in July 2021. The journal is open access  and does not charge pub-
lication fees. Its publisher continues to be the Federal University of 
Lavras (UFLA), Minas Gerais, Brazil. The Editors would like to invite 
all of you to consider submitting a paper to our journal.

RBras and the Ômega Talks

Since September 2021, every last Wednesday of each month the 
RBras has a space in the Omega Talks, where the speakers are 
invited by the RBras. The Omega Talks are organized by Dr. Paulo 
Justiniano Ribeiro Junior, Dr. Wagner Bonat e Dr. Walmes Zeviani 
from Federal University of Paraná (UFPR), RBras members. All the 
videos can be found  In the RBras YouTube page: https://www.you-
tube.com/c/RBras-IBS/videos.

We are proud of Bianca de Stavola, who received the Bradford 
Hill Medal at the RSS 2021 conference with the motivation: “… 
for her innovative development of methods for analyzing longitu-
dinal epidemiological datasets and for her work in applying causal 
analysis in medical statistics”. 

From here we look forward to new exciting projects, meetings 
and collaboration! 
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Eastern North American Region (ENAR)
ENAR Officers

ENAR is pleased to welcome the incoming President Simone Gray, 
President-Elect Leslie McClure, Treasurer Qi Long, new Regional 
Committee (RECOM) members Naomi Brownstein, Felicia 
Simpson, and Therri Usher, and the newly appointed Regional 
Advisory Board (RAB) members Ana Best, Fang Chen, Abel Eshete, 
Yulei He, Sarah Lotspeich, Ben Saville, Andrew Spieker, Linda Valeri, 
Ming Wang, and Rebbecca Wilson. We are thrilled to have you 
on the committee and excited about your contributions to the 
organization. We thank our Past President (2021) Brent Coull for 
chairing the Nominations Committee and we are also grateful for 
the service of our continuing officers, including Secretary Brisa 
Sánchez, and RECOM and RAB members.

2022 ENAR Spring Meeting, 27-30 March, Houston, 
Texas

The 2022 Spring Meeting of the IBS Eastern North American 
Region was held in a hybrid in-person/virtual format during 27-30 
March. Based on an earlier survey from our ENAR participants and 
recognizing the enhanced inclusivity that a hybrid format allows, 
the ENAR Executive Committee and the Regional Committee 
decided to make the 2022 Spring Meeting hybrid. As always, the 
meeting was a great success! Special thanks to the 2022 Program 
Committee Program Chair Harrison Quick, Program Co-Chair 
Stacy Cobb, Local Arrangements Chair Peng Wei, and all of the 
committee members for organizing a fantastic meeting.  

The scientific program was once again outstanding, compris-
ing short courses, tutorials, and roundtables. These collectively 
covered a wide variety of topics, including Bayesian methods in 
drug development, personalized medicine trial designs, analysis of 
brain imaging data, data sciences and high-performance statistical 
computing, early phase clinical trials, statistical leadership and 
influence, graphics for clinical trial data, and software applications 
for group sequential and adaptive designs, Bayesian modeling and 
analysis, and multiplicity problems.

ENAR 2022 Spring meeting featured a multitude of exciting and 
excellent invited and contributed sessions. The invited sessions 
covered a wide variety of topics, including recent advances in 
graphical models, new developments in mediation analyses for 
high-dimensional complex biomedical data, new advances in 
causal inference for time-to-event, statistical methods for SARS-
CoV-2 research, Bayesian methods for cancer drug development, 
statistical approaches to analyzing wearable devices data, analysis 
of high-dimensional data in biomedicine, and recent advances 
in data integration and neuroimaging in genomics. A complete 
listing of the many invited sessions presented at the meeting 
can be found at https://enar.org/meetings/spring2022/program/
Invited_Preliminary_Program.cfm.  

The program also featured both full and half-day short courses: 
“Introduction to Bayesian Methods for Clinical Trial Design and 
Sample Size Determination” (Matthew Psioda and Dr. Joseph 
G. Ibrahim); “Guidelines for Using State-of-the-Art Methods to 
Estimate Propensity Score and Inverse Probability of Treatment 
Weights When Drawing Causal Inferences” (Beth Ann Griffin and 
Daniel F. McCaffrey); “Leadership Development for Statisticians and 
Data Scientists: Influencing People and Projects” (Dr. Gary Sullivan); 
“The Statistical Analysis of Composite Time-to-event Outcomes” 

(Lu Mao); “A Fresh Perspective on Diversifying a Profession” (Emily 
Butler); “Data Visualization with R” (Mine Çetinkaya-Rundel); and 
“Intro to Machine Learning” (Dr. Eric Polley).

Several tutorials were also offered, running concurrently with 
the scientific sessions. These were roughly 2 hours in length and 
focused on a specific topic or software package. Topics included 
incorporating functional data into statistical models, reproducible 
workflow in R, data visualization for biomedical research, strate-
gies for professional success, spatial disease modeling and visual-
ization using INLA and R, and meta-analysis with real-world appli-
cations. Additionally, roundtables were held allowing great oppor-
tunities to interact with experts and peers in a less formal setting. 
The roundtables covered a variety of topics, both professional 
development and statistical, including bridging the gap between 
machine learning and conventional statistics, navigating the world 
of grant writing, effective scientific publication, learnings and 
opportunities from a single sponsor master protocol, establishing 
and maintaining successful collaborations, leveraging mentoring 
and networking for career success, the key role of Biostatistics 
in the COVID-19 pandemic, building competence and confidence 
for the academic job market, and using data science to improve 
patient care. These roundtables were an excellent opportunity to 
interact with some of the outstanding ENAR leaders!

The Presidential Invited Addresser was Dr. Joel B. Greenhouse, 
Professor of Statistics at Carnegie Mellon University, and Adjunct 
Professor of Psychiatry and Epidemiology at the University of 
Pittsburgh. His talk was titled “Proof in Medicine: The Role of 
Statistical Thinking.” Professor Greenhouse is one of the Editors-in-
Chief of the journal Statistics in Medicine, and is a past editor of the 
Institute of Mathematical Statistics’ Lecture Notes and Monograph 
Series. His research interests include applications of Bayesian meth-
ods in practice, and methodological issues related to the use of 
research synthesis, especially as it is used to synthesize evidence 
for making policy and for scientific discovery. Prof. Greenhouse 
is an elected Fellow of the American Statistical Association, the 
American Association for the Advancement of Science, and an 
elected Member of the International Statistical Institute. He is a 
recipient of Carnegie Mellon University’s Robert E. Doherty Prize 
for Educational Leadership, and the William & Francis Ryan Teaching 
Award for Effectiveness in Teaching. He has served as a president of 
ENAR and is currently an elected member of the Executive Board of 
the International Biometrics Society. Prof has also served on several 
National Academy of Sciences’ committees, including the Committee 
on National Statistics, the Panel on Combining information, and the 
Institute of Medicine’s Committee on the Assessment of Family 
Violence Interventions. He has also served on a number of data and 
safety monitoring boards and scientific advisory committees for the 
National Institutes of Health, the Veterans Administration, and the US 
Departments of Education and Transportation.

In summary, ENAR 2022 was a resounding success! We thank all 
chairpersons, presenters, and attendees for their understanding 
and commitment to making the ENAR Spring Meeting a produc-
tive and worthwhile event!

2022 JSM, Washington, DC, USA

The 2022 Joint Statistical Meetings will be held in Washington, 
D.C., USA, from 06-11 August 2022. ENAR is sincerely grateful to 
Laura Hatfield at Harvard University (Hatfield@hcp.med.harvard.
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edu) for representing us to the Program Committee. The theme 
for the 2022 meeting is “Statistics: a Foundation for Innovation.”

2023 ENAR Spring Meeting, Nashville, TN, USA

The 2023 ENAR Spring Meeting will be held in Nashville, 
Tennessee, USA, from 19-22 March, 2023, at the JW Marriott 
Nashville. Stay tuned for more information about the program!

ENAR Webinar Series

As part of ENAR’s education initiative, ENAR webinar (“webE-
NAR”) promote continuing education for professional and stu-
dent statisticians by disseminating cutting-edge knowledge to our 
membership. Registration and details for ENAR webinars can be 
found at: https://www.enar.org/education/index.cfm.

French Region (RF)
News from the French Region of the IBS “Société 
Française de Biométrie (SFB)

On June 8, 2021, the SFB organized an invited session within 
JdS’2021, the 52nd annual meeting of the French society of 
Statistics (SFdS) which took place virtually. The session included 
3 invited speakers: David Causeur (AgroCampus Ouest, Rennes), 
Catherine Legrand (UCLouvain, Bruxelles) and Perrine Chassat 
(Univ. Paris-Saclay).

The annual joint conference of the research group “Statistics and 
Health”, the SFB and the group “Biopharmacy and Health” of the 
SFdS also took place virtually October 21-22, 2021, and gathered 
150 participants. The meeting included 4 invited conferences 
from Rodolphe Thiébaut (Inserm, Inria, Univ. Bordeaux), Mihaela 
van der Schaar (Univ. Cambridge), Aurélien Latouche (Institut 
Curie, Paris) and Thibaut Jombart (London School of Hygiene and 
Tropical Medicine), as well as selected contributions.

On the occasion of these days, the SFB held its annual general 
meeting. The society registered 75 members in 2021 of which 5 
retired persons and 7 students. A call for application was launched 
to succeed Robert Faivre (Inra, Toulouse), our faithful reporter 
of the SFB news to the Biometric Bulletin. We have the pleasure 
to welcome Anne Thiébaut (Inserm, Paris) as our new Biometric 
Bulletin correspondent.

Coming events of the SFB include: 

- An invited session with 3 speakers, Anaïs Rouanet (Inserm, Univ. 
Bordeaux), Pascal Crépey (EHESP, Rennes) and Marie Verbanck 
(Univ. Paris Descartes), within JdS’22, the 53rd annual meeting of 
the SFdS, to be held June 13-17, 2022 in Lyon, France

- The next edition of the annual joint conference of the research group 
“Statistics and Health”, SFB and the group “Biopharmacy and Health” 
of the SFdS, to be held November 17-18, 2022 in Rennes, France

- The Young Researcher Day, to be held January 19, 2023 in 
Rennes, France, where the Daniel Schwartz dissertation prize 
will be awarded (call for applications closing September 5, 2022)

More information can be found on our website https://sfb.pages.
math.cnrs.fr/asso/.

German Region (DR)
A memorial stone for Erich L. Lehmann

One of the greatest statisticians of the 20th century is now com-
memorated on a Street in Frankfurt. The inscription tells that he fled 
Germany in 1933. The reason was persecution of Jews. 

Foto (private): IBS-DR president 
Annette Kopp-Schneider, Markus 
Neuhäuser, and Tim Friede, pres-
ident of the German association 
of statistics societies DAGStat 
(from left to right). At their feet: 
Memorial stones to the flight of 
the Lehmann family. 

Fall workshops

“Methods for time-to-event data from the life sciences with a 
special focus on clustered data” of the four statistics and meth-
ods working group of the IBS-DR, DGEpi, GMDS and DGSMP 
was held online November 18-19, 2021. Prof. Dr. Hens talked 
on „Time-varying frailty models and the estimation of heteroge-
neities in transmission of infectious diseases“. Prof. Dr. Wienke 
taught „Correlated random-effects models for clustered time-
to-event data“, and Prof. Dr. Schmid “Competing risks analysis 
for discrete time-to-event data”. Focus of the workshop were 
practical and methodological challenges.

“Teaching Biometry Online” of the working group Teaching and 
Didactics of Biometry was held in Munich & online November 
22 - 23, 2021.

 “Breakthrough Therapies” of the AG Pharmaceutical Research 
was held online November 26, 2021. Talks: Benjamin Hofner 
(PEI): “Supporting early access in Europe: Accelerated approval, 
conditional marketing authorization and PRIME”; Frank Fleischer 
& Birgit Gaschler-Markefski (Boehringer): “Statistical challenges 
in planning a confirmatory trial for breakthrough therapy in a 
rare oncology disease”; Florian Voß (Boehringer): ”Regulatory 
Update”; Dietrich Knoerzer (Roche): “Breakthrough Therapies 
and Early Access Mechanisms’’; were followed by a discussion.

“Extremes” was the title of a workshop held in Hannover and 
online simultaneously 2nd to 3rd Dec. 2021. An eight-hour tuto-
rial by Thomas Opitz: “Extreme-value analysis and Bayesian esti-
mation with INLA” was interspersed with contributed sessions. 
Participants voiced great pleasure at how fittingly the contributed 
talks illustrated and extended the lessons of the tutorial.

Opitz addressed in particular model selection and the preven-
tion of overfitting. The penalized complexity priors for the shape 
parameter of the generalized Pareto distribution together with the 
stochastic partial differential equation approach to transforming 
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spatial regressors should solve many practical problems in the 
future work of participants.

The online format made this regionally organized event truly 
international. Tutor Opitz’s presentation came from the INRAE in 
Avignon (France), Aldo Gardini spoke on “Bayesian inference for 
quantiles of a log-normal variable in presence of censored observa-
tions’ ‘ from Bologna University (Italy). Silius Vandeskog (Trondheim 
University, Norway) spoke on-site on “Spatial conditional extreme 
models for heavy precipitation”. Members of working groups ̀ `Bayes 
Methods“, “Ecology and Environment” and “Spatial Statistics”, and 
Section “Biometry” of the German Association of Forest Research 
Stations (DVFFA) contributed mostly applied work: Christina 
Meschede (TU Dortmund): “Modeling waiting times of clustered 
extreme events”; Markus Engel (Bayerische Landesanstalt für Wald 
und Forstwirtschaft): “Improved species distribution models with 
explicit modeling of spatial effects: challenges and perspectives 
using INLA and SPDE”; Orestis Kazasidis (Julius Kühn Institute): 
“A random forest for predicting human Puumala orthohantavirus 
infections in north-west Germany”; Hannes Bergmann (Friedrich-
Löffler-Institut): “Crowd wisdom of participatory risk mapping for 
African swine fever”. Up to 48 participants, of whom 7 were pres-
ent on-site, were counted.

Abstracts and slides and educational material is available from: http://
www.biometrische-gesellschaft.de/arbeitsgruppen/bayes-methodik/
workshops/2021-hannover.html. 

Meetings Calendar

March 28 - April 1, 2022
Event: DAGStat Conference 2022. The annual conference of the 
German Region in 2022, March 28 to April 1, will be a joint meeting 
of statistical societies that are members of DAGStat hosted by three 
Hamburg Universities
Location: Hamburg and online
Further Information: www.dagstat2022.uni-hamburg.de/

June 29 – July 1, 2022
Event: Workshop of the working group “Adaptive Designs and 
Multiple Testing Procedures”
Location: Heidelberg

July 24 - 27, 2022
Event: Workshop of the working group “Statistical Computing” 
(GMDS/IBS-DR) together with the working group “Klassifikation 
und Datenanalyse” of the GfKl
Location: Schloss Reisensburg (Günzburg)
Reinhard Vonthein

Japanese Region
The 2021 Japanese Joint Statistical Meeting

The Virtual Japanese Joint Statistical Meeting was held on 5-9 
September 2021. It was hosted by the Japanese Federation of 
Statistical Science Association, which consists of six sponsoring 
organizations, including the Biometric Society of Japan (BSJ). As an 
invited session, the BSJ organized the Biometric Symposium about 
practices and challenges of counterfactual approaches to causal-
ity for real-world evidence. Dr. Shinozaki (Tokyo University of 
Science) organized and chaired the session. Seven invited speak-

ers discussed this topic. The society organized another invited 
session for the Young Biostatisticians Award. Dr. Hagiwara (The 
University of Tokyo), the winner of this award, presented g-es-
timation of structural nested restricted mean time lost models 
to estimate effects of time-varying treatments on a failure time 
outcome, which was published in Biometrics.

The 2021 Biometric Seminar

The Biometric Seminar entitled “Correlated data analysis” was 
held on 21-22 January 2022 via online. This seminar was jointly 
organized with the Research Center for Medical and Health Data 
Science of the Institute of Statistical Mathematics. The lectures 
covered a wide range of topics including the basics of correlated 
data analysis, its applications in the fields of cluster-randomized 
trials, environment, agriculture and fisheries, approaches to 
dealing with missing data, copula, and the basics and practice 
of functional data analysis and joint modeling. Furthermore, the 
international symposium was held on the afternoon of the 22nd, 
where Dr. Ruwanthi Kolamunnage-Dona (University of Liverpool) 
and Dr. Virginie Rondeau (INSERM, Bordeaux University) gave 
invited lectures, entitled “An overview of methods of joint model-
ing for repeated measures and survival time” and “Advanced joint 
models to analyze recurrent events, longitudinal biomarkers and a 
terminal event”, respectively.

The 2022 Annual Meeting of the Biometric Society 
of Japan

The 2022 Annual Meeting of the Biometric Society of Japan (BSJ) 
will be held on 13-14 May 2022 at the Katsushika Campus of 
Tokyo University of Science, Tokyo, Japan. Two invited sessions on 
machine learning and a winner of the BSJ Honorary Award will 
be organized.

Takashi Daimon

Meetings:
13-14 May, 2022
The 2022 Annual Meeting of the Biometric Society of Japan
Katsushika Campus of Tokyo University of Science, Tokyo, Japan

The Netherlands (BMS-ANed)
In the Netherlands, we are planning a new seminar series! 
Approximately four times a year a 45-minute session, aiming at a 
broad biostatistical audience, in particular PhD students, will be 
held. Specialists will discuss a topic of their interest, paying partic-
ular attention to concepts relevant and accessible to a non-spe-
cialist audience as well. Format and length may vary somewhat 
from time-to-time, depending also on whether the seminar takes 
place in person or online.

We are happy that Stéphanie van der Pas (Amsterdam 
UMC) will kick off as the first speaker on Thursday  Feb 24, 16h – 
16.45h, with the challenging title  “Causal conclusions from 
a cut-off”.

Further, we planned to have an event in November 2021, but 
unfortunately, due to Covid-19 measures, it had to be resched-
uled, and is now planned for 13 May 2022. The program will be on 
Modern mixed models, and speakers will be Martin Boer 
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– Wageningen University, Elrozy Andrinopolou – Erasmus 
MC, Duco Veen – UMC Utrecht, and Paul Eilers – Erasmus 
MC. We sincerely hope that this event will be an in-person meet-
ing in Rotterdam.

On behalf of BMS-ANed,
Joanna in ‘t Hout

Spanish Region (SEB) 

The Spanish Region of the IBS (SEB) continued with the bimestrial 
organization of SEB-talks (cycle of virtual conferences) oriented 
to researchers, biostatisticians, and the general public to highlight 
the main advances in the area of Statistics developed by research-
ers mainly from this region but also from abroad.

The two last seminars were:

· Mi research is not reproducible Should I be wor-
ried?, by Miguel Ángel Martínez Beneito (Universitat de 
València).

· Publication guidelines: cementing reproducibility, 
by Erik Cobo (Universitat Politècnica de Catalunya).

The Organizing Committee and the Spanish Biometric Society 
want to thank all the attendees and speakers of these virtual con-
ferences and encourage other researchers to attend these as well 
as to contribute with oral talks. The talks are recorded and post-
ed on the Spanish Biometric Society’s Youtube channel (https://
www.youtube.com/channel/UC2PMj-JhzeKFhW4jok_0rEA).

We look forward to seeing you there!

XVIII Spanish Biometric Conference

The XVIII Spanish Biometric Conference will be held in Madrid 
from the 25th to the 27th of May 2022. This year the Conference 
is organized by the Statistical department of the Carlos III 
University and the Department of Informatics and Statistics 
of the Rey Juan Carlos University. The previous course will be 
held on the 24th of May and will be focusing on the “Analysis of 
infectious diseases from an epidemiological point of view”. The 
lecturers would be Diana Gómez Barroso and Rebeca Ramis 
Prieto (Instituto de Salud Carlos III).

More information at: http://halweb.uc3m.es/cebmadrid/index.html

Western North American Region (WNAR)
2022 WNAR Election Results

Congratulations to WNAR President-Elect Elizabeth Juarez-
Colunga from University of Colorado Anschutz Medical Campus, 
Program Coordinator Lingling An from University of Arizona, and 

Regional Committee Representatives Ting Ye from University of 
Washington and Yiliang Zhu from University of New Mexico. 

Special thanks go out to outgoing WNAR Past-President Ying 
Lu and outgoing Regional Committee Representative Katie Kerr 
for their efforts and dedication to WNAR. Thank you to outgo-
ing Secretary/Correspondent Megan Othus for her decade of 
extraordinary service to WNAR. 

We would like to thank all the WNAR members who volun-
teered to be candidates for these offices. WNAR is fortunate to 
have so many talented members willing to dedicate their time 
and energy to WNAR, which makes each election a choice among 
outstanding individuals.

2022 WNAR/IMS meeting

The 2021 WNAR/IMS meeting will be held virtually June 12 to 
June 15, 2022. The Program Chair is Damla Senturk from UCLA, 
and the Virtual Conference Operations Chair is Subodh Selukar 
from University of Washington. Please submit your abstracts and 
join us for invited and contributed sessions and panels, student 
paper presentations, as well as professional development oppor-
tunities. The WNAR website, www.wnar.org, will have the most 
up-to-date status of the meeting. 

2022 WNAR Student Paper Competition

WNAR sponsors students who enter the student paper com-
petition. All WNAR-region entrants receive free registration. 
Monetary prizes will be awarded to the best papers in written 
and oral competitions. Information on the 2022 WNAR Student 
Paper Competition, registration information, and program details 
for the meeting will be posted as they become available: http://
www.wnar.org. We look forward to seeing you there.

Jessica Minnier (WNAR Secretary)
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Announcements & 
Upcoming Events
IBS, IBS Regional and Non-IBS Events and 
Meetings

The Stockholm model – a story of successful part-
nerships
Starts:  May 9, 2022 12:00 (ET)
Ends:  May 10, 2022 17:00 (ET)

KTH Royal Institute of Technology, together with the City of 
Stockholm and the Embassy of Sweden in Washington, invites 
you to an event exploring societal challenges and the value of 
partnerships. This two day engagement will involve presentations 
and discussions of new and established collaborations, as well as 
in depth analysis and data. Our aim with this event is to inspire 
and to further deepen relationships between key stakeholders in 
Sweden and the United States.

Spanish Biometrics Conference 
Starts:  May 25, 2022 09:00 (DK)
Ends:  May 27, 2022 17:00 (DK)
Please join us for the Spanish Biometric Conference!

This is the XVIII Edition of the Spanish Biometric Conference orga-
nized in Madrid by the Statistics Department of the Universidad 
Carlos III and the Department of Informatics and Statistics for the 
Universidad Rey Juan Carlos.

The meeting will be a mix of Invited and contributed Sessions 
preceded by a Short Course. Grants for student members are 
available!

SDSS Symposium on Data Science & Statistics
Starts:  Jun 7, 2022 09:00 (IDLW)
Ends:  Jun 10, 2022 17:00 (IDLW)

The American Statistical Association invites you to join us at the 
fifth annual Symposium on Data Science and Statistics in Pittsburgh, 
Pennsylvania, June 7–10, 2022. SDSS provides a unique opportunity 
for data scientists, computer scientists, and statisticians to come 
together and exchange ideas.

Regarding IBS, Official IBS Region, and Non-
IBS Meetings and Events
View the meetings calendar here!

Is something missing? Would you like to add your meeting or 
event to our calendar? If so, please send an email to IBS@biomet-
ricsociety.org with the following information:

1. Event Title
2. Event Description & Location
3. Event Category (IBS Regional Event, IBS Event, Non-IBS 

Event)
4. Event Link
5. Start/End Date

Event postings are approved on a case-by-case basis.

Get Connected!

Participate in the IBS Members Community:

1. Sign in to biometricsociety.org with your existing creden-
tials. Contact us if you need assistance. 

2. Visit your profile to update your personal information 
and edit privacy settings.

3. Click Community in the main navigation and select All 
Communities. Members will see a brand new IBS 
Members community to join.

4. After you join the community, be sure to click on the 
group Settings and customize Email Notifications 
so you can only receive the information you want (real-
time updates, a daily digest, or no emails). You may set your 
preferred email address here as well. 

5. The final step, post an update or topic! This channel is 
for IBS members, the goal is to empower 6,000 colleagues 
worldwide to share their unique perspectives, reach out, 
and connect. It will take some time to cultivate these dis-
cussions organically so we appreciate your patience and 
also your input.

We welcome all comments and feedback about the new website. 
Let us know what you think!

Follow IBS on Social Media!

Twitter @IBSstats

Facebook @BiometricSociety

LinkedIn @International Biometric Society
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