
Welcome!

Although it feels like 
the previous issue of 
Biometric Bulletin 
has just come out, 
there has been a 
lot of activity with-
in our society, and I 
am happy to report 
about it.

In the previous issue we reported on how 
some aspects of the cancelled IBC2020 
meeting have been offered virtually over 
the summer. We have now started plan-
ning for our next conference, scheduled 
to be held in Riga, Latvia, in July 2022. A 
new contract with our conference man-
agement company has been signed, and the 
program chair (Prof. Kerrie Mengersen) is 
working with me and the other officers 
to put together the full program commit-
tee. Once the Executive Board will have 
approved the committee we can start 
working on the program.

We are already looking even further 
ahead. Following a general call, five regions 
expressed interests to host our 2024 
meeting, for a total of 6 potential host cit-
ies. In a first step, the Conference Advisory 
Committee selected three host cities and 
the corresponding regions were invited 
to work with our conference manage-
ment company to develop full proposals 
containing full budget estimates and a 
preferred venue for the meeting. The 
Conference Advisory Committee studied 
the proposals and two were selected to 
offer an in-person presentation based 
on which a final recommendation was 
made to the Executive Board. The Board 

approved to hold the IBC2024 meeting in 
Buenos Aires, Argentina. The meeting will 
take place early December 2024.

We also further extended our new web-
site with a first regional mini site. As a test-
case, a mini-site has been developed for 
the British-Irish region, which can be used 
for posting regional information but also 
as a registration tool for regional activities 
and even for IBS membership. The latter 
has the major advantage that membership 
data are immediately added to the central 
IBS database and that manual transfers 
of data from the region to the central 
society are no longer needed. Several 
other regions have already shown inter-
est in joining this program in the future 
and we hope many others will follow. 
Nevertheless, we realize that some of our 
regions may prefer to continue using their 
current regional website and registration 
tools. We are therefore developing a par-
allel track for semi-automatic transfer of 
membership data from a regional database 
to the central database.

Apart from technical developments, we 
also worked on further populating and/
or updating some of our website pages. 
For example, Louise Ryan has taken the 
lead to update our history page, in close 
collaboration with the Committee on 
Communications. The new page will be 
launched soon. Obviously, our history 
goes back to the foundation of IBS in 
1947. Sir R.A. Fisher was instrumental 
in the establishment of our Society and 
served as its first President. As you may 
have read elsewhere, his reputation has 
recently been heavily scrutinized because 
of his involvement in eugenics and racial 
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From the Editor Basic Theme - VII 
(Reader’s responses are 
invited)
Experimental and Observational Study Designs

Earlier Basic Themes published in Biometric Bulletin were orga-
nized in a logical sequential order for better understanding their 
overall dominating influence, importance and rather essential role 
in any sort of research. Readers’ responses were invited to further 
strengthen those foundational concepts of universal uncertainty, 
variability, and relativity and thereby appreciating the role of logic 
and reasoning, changing role of research variables, recognizing 
well the errors and biases and also the use of closely associated 
terms like validity, consistency, reliability etc. in order to ultimately 
minimize their effects. Hopefully, now it is better understood that 
inductive reasoning helped us in constructing specific principles 
based on the achieved and available evidence strength at a partic-
ular stage of research and simultaneously it also helps in evolving 
the decision-making principles using the concept of deductive rea-
soning. Our journey from Basic-Themes- I to VI; so far, was essential 
for both the first step of research protocol formulation as well for 
the decision-making at the final stage using inferential statistics. 
Any applied or operational research protocol writing essentially 
requires the detailed methodologies and the declaration of system-
atic planning including the justification with time relevance, novelty, 
and the application of the research problem identified, the research 
question, hypotheses, broad & specific objectives, study cases or 
subjects, case definition, recruitment criteria or the inclusion & 
exclusion criteria, type of study, design of study, types of variables to 
be inducted, sampling techniques, determination of sample size, ran-
domization procedures for the selection and allocation into groups, 
and experimentation tools and their standardization techniques or 
observational methods to be used, data analysis and synthesis plans 
with list of likely statistical tests of significance to be used and so 
on. But understanding the specific role of each of such elements 
being essential ingredients of an universally accepted structured 
format for any research protocol writing is more important than 
just mechanically merely fulfilling the requirements.

Whether it is the scenario of clinical trials, laboratory, animal 
experimentation or clinical trial settings or even for observational 
studies adopting a suitable standardized design certainly helps a 
lot in eliminating or minimizing the effect of a variety of bias and 
errors. The purpose of an experimental study design is also to 
enhance the power of inference making by either shunting out or 
eliminating undesired independent variables from the site of exper-
iment or minimizing their effect during the experimentation, and 
simultaneously allowing the desired independent or experimental 
variables to their full exploitation for effective manipulations by 
the research investigator. Experimental designs also do help in 
sequencing the deployment of experimental tools, techniques and 
methods. We know the popular techniques of blinding, random-
ization, replication, standardization of techniques and procedures, 
selection of appropriate controls constitute an integral part of the 
experimental study designs. The simple rules followed in various 
games and sports are good examples of crucial understanding of 
the basic principle involved in designing of experiments. 

We must realize a significant difference and limitations in dictating, 
manipulating and controlling the experimental variables of interest 

With this last issue of the Volume 37 of the Bulletin we would 
hopefully be bidding a final farewell to the terror fumed by an 
unnatural pandemic that was literally imposed on us. This very 
special IBC year 2020 unfortunately, began with an alarm, warning 
dawn of a pandemic in waiting. The continued global scenario has 
been repeatedly reminding us of the devastating role of commu-
nicable diseases over the non-communicable diseases with its 
perspective of severe consequences of a human disaster adversely 
affecting life on this mother earth. But withstanding reasonably 
well to those unforeseen challenges during the recent past, the 
reporting from most of the active regions of IBS is gradually 
improving to near normal. After having a detailed report on vir-
tual IBC2020, published in the previous issue of BB we shall be 
expecting some supplementary information to continue flowing 
including that on lately organizing ‘poster-sessions’. This issue 
brings out very interesting ‘featured-article’ based on an interview 
‘question-answers’ with President on chair Prof Geert Verbeke by 
outgoing President, Prof Louise Ryan. Another informative addition 
is the invitation by the committee on communication to join its 
new website exclusively for the IBS member community.

As already mentioned earlier the ‘Basic Theme–VII’, on 
‘Experimental and Observational Study Designs’ is now being 
brought-out with an hope of attracting detailed commentary on 
foundational aspects especially of experimental studies, clinical 
trials and evidence based medicine (EBM) by the interested read-
ers to be published subsequently under ‘response to the editor’ 
column. Towards this very theme the groups on STRATOS have 
already been making efforts in sharing continuously various ana-
lytical aspects focused on the observational studies. The ‘software 
corner’ deals with sophisticated models helping computational 
programs on the data generated essentially using some of the 
eligible basic study designs. Overview of the software for species 
distribution modeling being published in this issue is of signifi-
cant importance. Also, several articles appearing in JABES and 
Biometrics frequently touch upon designs of experiments quite 
in-depth. But we must appreciate the fact that the basic-logic 
and reasoning involved behind these specific study designs still 
required more enlightened thoughts to strengthen the under-
standing for their appropriate applications.

 
Ajit Sahai

Biometric Bulletin, Editor
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between the four distinct settings frequently associated with pro-
gression of research as outlined above i.e. laboratory experiments, 
animal models, clinical-trials or interventional studies and community 
or population based observational studies. Statistically speaking the 
laboratory experimentation settings are the best favorable situations 
where the manipulations or control over various experimental vari-
ables could be most feasible, possible to be optimized and achieved. 
But in animal experimentations the animal may not exactly dance 
to our tune. In clinical trials like situations we certainly lose further 
the control over these crucial variables. Furthermore, controls over 
variables of interest lose their meaning to a great extent in conduct 
of epidemiological studies in population settings wherein more 
restrictions on feasibility and practicability aspects naturally come-
forth apart from conflicting ethical issues likely to play-in. That is the 
reason in observational studies we modify our approach for learning 
the possible cause and effect relationship by identification of the risk 
factors and calculating various rates, ratios and proportions to have 
answers to our research questions.

Type of the Study is quite often confused with the study 
design. Whereas, its purpose is to help us in knowing the direction, 
modality and objectivity of inquiry to have an overview of the 
study in addition to the specific design being used to achieve the 
objectives of the study. The clarity of an overview of the focused 
modality of the study comes by default when we use the terms 
like; exploratory study, confirmatory study, experimental study, 
observational study, clinical study, comparative study, correlational 
study, cross-sectional study, follow-up study, longitudinal study, 
retrospective study, prospective study, population or community 
based study, epidemiological study, descriptive study, analytical 
study and so on to be continued accordingly to serve the purpose 
knowing the modality of the study. Several studies may have a 
blend as well the combination of two or three types of studies 
depending on the specific objectives of the study.  

The uniqueness of several experimental, clinical and observational 
study designs evolved for applied sciences like anthropology and 
human studies, health and medicine, environmental studies, ecology, 
biology, agriculture and forestry, fisheries, animal husbandry, horti-
culture, soil research, plant and tree physiology, marine biology, epi-
demiology, wildlife research, genomics and various other important 
disciplines of applied sciences require discussions on underlying 
principles involved to deal with difficult situations faced in progres-
sion of research in those specific domains. However, we may like to 
encourage contributions on laboratory and animal experi-
mental designs such as Completely Randomized Design (CRD), 
Randomized Block Design (RBD), Latin square, lattice, cubic, rect-
angular, split-plot, factorial designs that are some good examples 
for learning how to optimize the resources. Also touching upon 
the basics of clinical trials and interventional studies 
and EBM for a common understanding of young researchers 
would be of immense help for conduct of studies with or without 
randomization and blinding, self-controlled and without control or 
crossover designs that are frequently used in clinical settings. Basics 
of observational or epidemiological studies could better 
be dealt with STRATOS. But we shall continue our efforts to high-
light the significance of ‘Time-Place-Person’ for such studies along 
with the scope and the limitations of descriptive studies (explorato-
ry, qualitative, in-depth research studies; case studies, case-series studies) 
as well of the analytical studies (cross-sectional, case-control and cohort 
studies) in subsequent issues of the Bulletin.

Louise: Geert, congratulations on your appointment as 
President of the International Biometrics Society.  You’ve 
been in the role for almost a year now and normally we 
would have done this interview earlier, but we’ve been a bit 
distracted by a certain pandemic!  We’ll come back to that in 
a minute, but for now, I’d like to ask a few more general and 
personal questions.  I’m always interested to learn about the 
childhood influences of successful people like yourself.   What 
was growing up like for you?   Were your parents in academia 
or professionally highly successful?  Were there other influ-
ences in your life that led you ultimately towards a career in 
academia? 

Geert: I grew up in a very nice and loving family. I’m the older of two. 
My sister is three years younger. My father studied Movement and 
Rehabilitation Sciences and combined a job as teacher of physical edu-
cation at a secondary school with a part-time job as a physical therapist. 
My mother quit her job when I was born to take care of me and my sis-
ter. The village where I lived until I left for university was a small one, with 
only about 20,000 habitants. I got my primary and secondary education 
in the same village. Looking back on that period, I never really enjoyed 
living in such a small town, predominantly because of the social control 
characterizing communities where people all know each other. My father 
and most of his siblings have studied at the University of Leuven and this 
definitely stimulated me and many of my 1st cousins to start university 
education there. Interestingly, while neither my parents nor their siblings 
have been in academia, several of their children eventually ended up in 
academia. I have very nice memories of the many weekends and long 
summer vacations we spent at the seaside where my parents owned an 
apartment. Those definitely explain why I still love spending time at the 
coast. 

Louise: I looked at your CV and it seems you have had a 
focus on mathematics all throughout your studies, even in 
high school.  Tell us a bit more about that?  What was it about 
mathematics that attracted you?   How and when did you 
make the transition to biostatistics?   

Geert: The focus on mathematics was not always as obvious as my CV 
may suggest. At the age of twelve, when I had to switch from primary 
to secondary school, I had no clear preference. The student guidance 
centre and my previous teachers even recommended studying languages 
instead of mathematics. That turned out to be an utter failure. After 
one year I switched to a more mathematically oriented program, and 
it soon became clear that I was much more interested in mathematics, 
primarily because of analytical thinking and problem solving. I also was 
very much interested in engineering applications. In my leisure time, I 
often built miniature versions of fairground attractions, to the despair 
of my parents. Not rarely, I caused a short circuit, putting the house 
without electricity. Even nowadays, I still like going to fairs to observe new 
attractions and to try finding out the techniques behind them. At the end 
of my secondary education, I was in doubt for quite some time between 
studying engineering or mathematics. The study guidance centre recom-
mended none of those based on the belief I would fail. With the support 

An Interview with  
Geert Verbeke by 
Outgoing President, 
Louise Ryan.
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of my parents, and with a good amount of motivation, I registered for a 
university degree in mathematics and never experienced any problems. 
Afterwards, the ‘experts’ of the study guidance centre admitted they had 
completely misjudged me. 

While I very much enjoyed studying the various aspects of mathematics, 
I soon realized I somehow missed applications. Already during my first 
year I therefore decided I wanted to study actuarial science after finishing 
my mathematics degree. Actuarial science is the   discipline that assess-
es financial risks (usually in insurance context), using statistical models, 
and hence seemed the ideal opportunity to combine mathematics with 
applications. Immediately after finishing my degree in mathematics I 
registered for an additional degree in actuarial sciences. 

A few weeks before the start of the academic year I received a letter 
announcing a PhD position in biostatistics, within the faculty of medicine. 
The idea of doing a PhD had never been very appealing to me as it 
had the connotation of doing even more theoretical work. I guess the 
combination with medicine eventually persuaded me to apply and, to 
my surprise, I was offered the position. After some intense consideration 
and because I was allowed to  combine the first two years with taking 
the Biostatistics master programme at Hasselt University, I accepted 
the offer. The following years I did my research under the supervision 
of Emmanuel Lesaffre who also served as PhD supervisor of Geert 
Molenberghs. So this not only tells the story of how I got involved in bio-
statistics, it also explains how Geert and I started our ongoing scientific 
collaboration and friendship. 

Louise: You did your undergraduate degree at the Catholic 
University of Leuven and have stayed there throughout your 
professional life, aside from a few visiting positions.  Tell us a 
bit about what you have enjoyed about being at Leuven all 
this time.  I often tell my students and postdocs that it is good 
to have a change and get new perspectives.  But I can also 
see that there could be some big advantages to staying and 
building one’s career in the same place.  I’d love to hear your 
thoughts and perspectives on this.

Geert: I fully agree that it is important to get new perspectives and I’m 
therefore very grateful I’ve had the opportunity to spend almost half a 
year in Baltimore, visiting the Gerontology Research Centre (National 
Institute of Aging) and the Department of Biostatistics of The Johns 
Hopkins University. Nowadays, I combine my position in Leuven with a 
part-time appointment at Hasselt University allowing me to collaborate 
with colleagues outside my own research unit and to get a taste of how 
research, education and service are organized elsewhere. What I like 
most about Leuven is that the biostatistics research unit is part of the 
medical faculty and located within the university hospital, the largest 
hospital in Belgium and one of the largest in Europe. Other universities 
in Belgium do not have a biostatistics group, or the biostatisticians are 
located within the department of mathematics at the faculty of science. 
As I explained before, I have always been interested in the combination 
of methodology and applications, which naturally follows from the unique 
Leuven organisational structure. Because the Belgian academic system 
does not easily allow for sabbaticals, it has not been possible anymore 
to have long research visits abroad, once I got appointed in Leuven. I’ve 
therefore always tried to compensate by traveling a lot to various parts 
of the world in the context of conferences, short courses, or short visits, 
which enabled me to build an international network. 

Louise: Your CV shows a great blend of collaborative papers 
in the medical literature and top-notch methodological papers 
in the statistics journals.  Your application areas have been 

quite broad, from osteoporosis research in your early years 
to kidney disease more recently.  How did all your various 
collaborative projects get started? Did you have any long-term 
collaborators?  I am also interested to hear your philosophy 
about what makes for good applied collaboration.  

Geert: Being in a medical faculty, my colleagues and I get more questions 
for collaboration than we can handle. Some projects are very short 
term, more on a consultancy basis, other projects such as the one on 
kidney disease (more specifically rejection after renal transplantation) 
has been going off and on for many years. All projects reach us through 
our consulting unit. Whether a request for support will evolve into a long 
term collaboration depends on opportunities, mutual interests, funding, 
but of course also on personality aspects. For example I’ve collaborated 
a lot with Steven Boonen, an expert in osteoporosis. Already during our 
first meeting it was clear that we had similar interests and we felt very 
comfortable sharing ideas. Over the years we had 12 joint publications. 
The scientific collaboration eventually resulted in a close friendship and 
we occasionally met for dinner over the weekend, together with our 
families. Unfortunately, Steven died suddenly at the age of 50 when he 
was in Lisbon attending a conference (http://stichtingantoinefaes.be/
rip/steven.boonen.pdf). 

Louise: These days you are publishing quite a few method-
ological papers, with topics ranging from Bayesian model 
selection to handling zero inflated data, and of course longitu-
dinal which has always been a major focus of your work.  How 
do you get your ideas about what to work on? 

Geert: Until about 15 years ago, requests for support from clinicians 
were handled on an ad hoc basis. With the ever increasing demand we 
realized a more structural approach was needed and we set up a formal 
consultancy unit. Our consultants all have a doctoral degree in biostatis-
tics or are equivalent by experience. The unit is deliberately positioned 
as an entity within the biostatistics research unit, in order to stimulate 
interaction between the researchers and the consultants. This setup has 
proven very fruitful as many interesting and motivating examples for 
research or education reach us through the consulting unit.   

Louise: I of course know your PhD supervisor Emmanuel 
Lesaffre, and can imagine that it must have been quite exciting 
to work with him since he is such an enthusiastic and creative 
person.  My guess is that he would be a great mentor.  More 
generally, what are your thoughts about the importance of 
mentoring?   What are the principles that you try to apply 
when mentoring students, postdoctoral fellows and young 
faculty members?

Geert: Good mentoring is extremely important and I don’t believe there 
is a one-size-fits-all format for good mentoring. Over the many years 
I’ve seen examples of very poor mentoring, but equally well of great 
mentoring. I’ve learned a lot from Emmanuel. I was his first PhD student 
and I’ve realized later that I was not the most cooperative PhD student 
a supervisor can dream of. I made my own choices and did not always 
follow Emmanuel’s advice and, from time to time, this created some 
frustration to both of us. Nevertheless, Emmanuel allowed flexibility and 
kept supporting me. Based on my own experiences, I strongly believe 
good mentoring implies giving advice, making suggestions, but equally 
well accepting that the mentee decides otherwise. The extent to which 
mentoring is needed also very much depends on the mentee and may 
vary over time. I therefore never impose a specific meeting schedule but 
rather make clear that I’m always available for meetings and discussions 
but the student or junior faculty member should take the initiative. 
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When people intensively collaborate there comes a time that there is 
some frustration. Ignoring this rarely is a good solution. It is much better 
to openly discuss expectations and disappointments rather than to let 
frustrations escalate.    

Louise: Ha!  I can just imagine how it might have been with 
you pushing back on some of Emmanuel’s advice!  I wish I 
could have been a fly on the wall listening in on some of your 
meetings!  We are of course working to get a new mentoring 
program up and running for the Society.   What do you see as 
the potential for that? 

Geert: The type of mentoring envisioned in the IBS mentoring program is 
different from mentoring a student on a daily basis but is definitely not 
less important. Junior academics often find it difficult to make choices 
that will impact their careers. Finding some balance between research, 
teaching, consulting, professional service, etc. is sometimes difficult. It can 
also be a relief just to know there is always the opportunity to discuss a 
difficult publication process, a problematic collaborative relationship, etc., 
with somebody not directly involved. Even if there is a local colleague 
one can talk to, it may be extremely helpful to have a mentor who can 
share insights and experiences without being biased by the mentee’s 
local situation.    

Louise: As mentioned in my opening question, COVID-19 has 
caused a lot of chaos for all of us.  How has this year been for 
you?   I suspect you didn’t expect to be serving as President 
of an International Society during a global pandemic that has 
taken so many lives, pretty much shut down international 
travel and caused major economic stress in so many indus-
tries, including academia.  What do you see as the likely 
changes we will see throughout the world as we emerge from 
this disaster?   In particular, what advice do you have for young 
people just starting their careers and perhaps concerned 
about the availability of good jobs in the next few years? 

Geert: This year has indeed been very different from what I envisioned, 
on many accounts. First of all, I’ve been working from home since March 
15, when Belgium went in lockdown. Since then, all educational activities 
have been online, meetings happened virtually, traveling has been impos-
sible, and leisure time activities have been restricted. My parents and 
sister live in a different part of Belgium. For a long time it was impossible 
to meet them and we even had to cancel the celebration of my father’s 
eightieth birthday. Fortunately there is Skype, Zoom, Google hangouts, 
Microsoft teams, etc., allowing me to stay in touch with family, friends, 
colleagues, and students. 

IBS being a highly international society, most of the day-to-day governance 
activities happen virtually anyhow but the pandemic obviously affected 
some other aspects of my presidency. For example, the scheduled visit to 
the Brazilian region for May 2020 had to be cancelled. Also IBC2020 got 
cancelled and replaced by a virtual program. IBS committees traditionally 
meet at IBC and all those meetings were cancelled or replaced by online 
versions.  This made it impossible to meet and interact with the various 
committee members in person, something I had very much looked for-
ward to. While the messages about vaccines are promising, it does not 
seem life will soon be back to normal, so I’ve already accepted the idea 
that my term as IBS president will be over before I’ve been able to visit 
any of our regions. It would be unfortunate but it’s beyond our control 
and we all need to accept that safety comes first.  

Louise: Looking at your CV, it is clear that you have been very 
professionally active throughout your career. For example, 

organizing and running lots of conferences and workshops, 
teaching short courses, editing journals, serving on a wide 
range of committees and councils and as a society officer.  
Why do you think professional service is important?  What 
does it mean for you and what is your advice to young people 
wondering how they might get involved?

Geert: We already talked about how difficult it can be to find the right 
balance between research, teaching, consulting, and professional service. 
Teaching, consulting, and service impose deadlines. Research does not. 
My main motivation to stay in academia has always been the research, 
but I often feel that my other tasks are dominating my professional activ-
ities and that the research can only be done during my spare time.  Also, 
academia is a highly competitive environment where research output 
outweighs all other accomplishments. Nevertheless, I very much recom-
mend to not entirely avoid professional service as this leads to unique 
insights you can benefit from as a person and researcher. For example, 
a leadership role in a university (or other organisation) can provide a lot 
of insight in the governance of that university, and what processes need 
to be followed to accomplish a goal. Serving as a reviewer in a funding 
agency can be very time-consuming but may help you when applying for 
funding afterwards, just by the mere fact of having insight in the review 
process. Serving as an editor of a statistical journal will definitely help to 
better address referee comments on your future submitted publications. 
Finally, professional service allows us to interact with peers outside a 
collaborative setting and often gives a completely different, but highly 
valuable, perspective on colleagues. 

Louise: Let’s turn specifically now to the International 
Biometric Society.  Tell about your involvement over the 
years with IBS, both regionally and internationally.  What is it 
that you like about IBS? 

Geert: I have been a member of the IBS for about twenty years, first 
through the Belgian Region and later also through the Channel Network.  
I served the Belgian Region as President (2002-2003). At the internation-
al level, I have frequently attended International Biometric Conferences 
and was International Program Chair for IBC2006 in Montréal, Canada. 
I represented the Belgian Region in the IBS Council (2002-2009) and 
was a member of various committees, including the Editorial Advisory 
Committee, which I chaired in the period 2008-2009. In line with this, 
I was Co-Editor of Biometrics (2010-2012). I taught several courses at 
IBCs and regional meetings (ENAR, CACR, EMR, to name but a few). 

There are many reasons I like IBS, the most important ones being its 
international perspective and its focus on biosciences. Other statistical 
societies such as ASA, RSS, ISCB, do not focus on one particular area 
of applications and/or have a more geographically restricted focus. The 
IBS membership is very diverse, with members worldwide, organized in 
regions and networks, small ones and large ones, in developed as well 
as developing regions, in academia, industry, governments, and regulatory 
agencies at the level of medicinal products, food, agriculture, and the 
environment. This heterogeneity obviously comes with challenges but it 
equally well provides us with unique opportunities to learn from each 
other, to collaborate, to build strong networks, and to minimize differenc-
es across the globe. 

Louise: You’re just finishing up your first year as IBS President.  
What have been some of the highlights? The lowlights?   What 
are you hoping to accomplish in your remaining time?

Geert: When I was running for president I thought I knew IBS pretty well. 
Only when I started participating in the weekly conference calls with you 
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Iceland, Namibia, and Japan (see pictures).  Before the pandemic I tried 
to swim two miles once or twice a week. I also have a somewhat unusual 
hobby. Every week I attend a class at the local circus school to practice 
unicycling. I got involved through my two youngest children who have 
been playing unicycle basketball for many years. About five years ago 
the local circus school started a course for novice adults. I immediately 
registered and have been an active member since. It’s quite intensive 
and requires a good amount of physical exercise, but above all it’s a lot 
of fun (see picture). Finally, I very much enjoy taking long walks on the 
beach. I used to take our dog Dingo along (see picture), but she died in 
the summer of 2019. We are currently awaiting a new dog, Telmo (see 
picture), which we recently adopted. He is still in Spain where he got 
rescued by a voluntary organisation that fights against the abuse and 
killing of neglected and abused (stray) dogs. We hope he will soon be 
transported to Belgium so that we can give him a safe home. 

Louise: Wow! I am very impressed by all this, especially 
your unicycling!  As you know, I also love dogs so I am really 
touched to hear about Dingo and Telmo.  Telmo is a lucky dog 
and has a nice life ahead of him!  Thanks for your time Geert!!   
I have very much enjoyed working together with you as fellow 
IBS Officers these last several years and I wish you all the best 
for the rest of your term.

Thank you Louise, for the interview, but even more so for the two years 
of close collaboration. I’ve learned a lot from you in a very friendly atmo-
sphere. I hope IBS can continue to count on your expertise and insights, 
and I’m sure we’ll stay in touch.

and the other officers, I started to fully appreciate the complexity and 
diversity of our society. The COVID-19 pandemic indirectly contributed 
to that as well. Difficult decisions with potential major implications for 
the society had to be taken in the process leading to the cancellation of 
IBC2020, and this was an additional stimulus to understand procedures 
and to coordinate with many within the society. 

When I started this journey I initially intended to use my presidency to 
further enhance and develop links with other statistical societies. Some 
initial contacts have been made but we have not been able to take this 
further because all societies, including IBS, currently have their primary 
focus on handling the consequences of the COVID-19 pandemic. 

We don’t know how soon life will get back to normal again, so I have 
not started to plan traveling and visiting regions yet. What I do hope 
to accomplish is to start a broad discussion within our society, involving 
the board and many of our standing committees, about how we can 
better serve our members. In the past, access to publications was often 
the major motivation for membership. Nowadays, many members have 
access through institutional subscriptions. This is a challenge for all pro-
fessional societies. 

Based on our recent experiences with offering online content I started 
wondering whether this can be exploited to attract new members. So far, 
online material was restricted to journal clubs, webinars, and conference 
sessions but I wonder whether there would be any use in offering educa-
tional material as well. Many of our members teach, and they all spend 
lots of time putting together course notes, slides, and other educational 
material, on the same or very similar topics, and we all do that in parallel. 
Wouldn’t it be much more efficient to make online material available 
(lecture notes, slides, web lectures, datasets, etc.), on a wide range of 
topics, with a common format, such that our members can easily find 
and incorporate relevant material into their own courses? 

Louise: This year, the pandemic caused us to cancel the in-per-
son IBC and instead hold a virtual conference.  What is your 
impression of how that went?  Do you think that this year’s 
experience will change how we run conferences in the future?  
Do you think virtual conferences will continue to have a role 
even after, touch wood, the pandemic is over?  In particular, I 
am curious whether there might be any virtual elements being 
planned for IBC2022? 

Geert: It’s hard to predict what the impact of this pandemic will be in the 
long run. I already referred to the online program we offered to partially 
compensate for the cancellation of the IBC2020 meeting. Many of our 
members registered for the online program, and the sessions were well 
attended. It’s difficult to tell whether the people who attended the online 
program would otherwise have attended the IBC conference, but there 
seems to be a hint that there is a market for online programmes. I don’t 
think such programmes will completely abandon traditional meetings 
because interaction with peers is a very valuable aspect of traditional 
meetings which cannot easily be implemented virtually. Maybe we can 
work towards a hybrid format where we continue to have traditional 
IBC’s but where some aspects of the program are recorded and made 
available online after the meeting. 

Louise: Tell us about some of the things you like to do when 
you are not doing statistics or being IBS president?  

Geert: I don’t have many hobbies because spare time is limited and I 
prefer to spend as much time as possible with my three children and 
partner. We like to travel and we’ve always tried to take the children to 
places they will not easily travel to themselves. Recent examples include 
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inequality. A formal position statement from the Governance of 
our Society imposed itself. I am happy to report that, based on 
input from the Executive Board, the Club of Past Presidents, the 
Representative Council, and the Communications Committee we 
are close to publishing a formal statement.

Also related to communication is our presence on social media. 
We have been reflecting on ways to be more prominently involved 
in social media and to stimulate discussion amongst our mem-
bers. Based on input from the Board and the Communications 
Committee, several ideas have emerged, and while most are 
too premature to report on, I want to already mention that the 
Board recently agreed with the creation of a new position for 
a Social Media Officer. We will work with the Communications 
Committee to prepare a general call for nominations. More infor-
mation will soon become available, but I already want to invite 
all members interested in and experienced with various social 
media channels to step forward and to express interest in this 
new position within our Society.

By the time this last issue of the Biometric Bulletin for 2020 will 
be published many of our regions will have gone through another 
peak in the COVID-19 pandemic. While virologists, infectiologists, 
epidemiologists, statisticians and other scientists have sent out 
many warnings, governments have too long refrained from taking 
appropriate measures. If measures were imposed populations did 
not always act accordingly. To me, this illustrates that the scientific 
community does not always communicate adequately, but also 
that achieving a desired behavior in the general public often needs 
more than pure scientific evidence.

As an example of the importance of appropriate communication, 
let me explain a small experiment I recently performed. For many 
months’ experts called upon in newspapers, TV-shows, etc., talked 
about “exponentially increasing” numbers of people infected with 
COVID-19. To test whether the general public truly understands 
the nature of exponential growth I asked relatives, friends, neigh-
bors, academics without mathematical background, etc., how 
they interpreted exponential growth. To my surprise, only a small 
minority was able to correctly explain it. Admittedly, my small 
experiment does not meet the standards of a rigorously designed 
trial but it does illustrate the importance of good communication 
in a language adapted to the target audience and we should all be 
aware of the fact that terminology we are familiar with may be far 
from trivial for people outside our profession.

Next to good communication, it is equally important that the gen-
eral population accepts scientific evidence and behaves accord-
ingly. A nice counter example can be found in an area completely 
unrelated to COVID-19, more specifically the use of homeopathy. 
I refer to a documentary in the BBC-Horizon series, and broad-
casted in 2002 (https://www.dailymotion.com/video/x7o8s5w), 
a production I have been using for many years in several of my 
courses to non-statistics students, as a motivation for proper 
empirical research and good design of experiments. The movie 
starts by presenting the basic principles of homeopathy based on 
which the treatment has become so controversial. Furthermore, 
several previously conducted experiments in favor of homeop-
athy are shown to be flawed. Finally, a rigorous experiment to 

investigate the potential of homeopathy is set up in collaboration 
with the Royal Society. The conclusion is that there is no evidence 
at all for any effect of homeopathy. The documentary received a 
lot of attention, not in the least because the Canadian-American 
stage magician James Randy (https://en.wikipedia.org/wiki/James_
Randi) was involved in revealing that the earlier results in favor of 
homeopathy and published in Nature by the French top scientist 
Jacques Benveniste, were based on poorly conducted experiments 
(https://en.wikipedia.org/wiki/Benveniste_affair). Furthermore, 
Randy had offered one million U.S. dollars to Horizon, as part 
of his One Million Dollar Paranormal Challenge (https://en.wiki-
pedia.org/wiki/One_Million_Dollar_Paranormal_Challenge), if 
Horizon would be able to provide evidence for the efficacy of 
homeopathy. Despite the publicity for the documentary, despite 
the negative results, and despite the fact that still no convincing 
evidence in favor of homeopathy is available, millions of people 
worldwide continue to use homeopathy for various illnesses.

I’m sure many of you have similar experiences and stories to 
tell, and these all illustrate that data scientists in general, and 
statisticians in particular, are well positioned to correctly explain 
the strength of evidence resulting from experiments and obser-
vational data, and to communicate results from data analyses to 
a general audience. Obviously, most of our members collaborate 
with clinicians or other non-methodological substantive scientists 
and therefore have ample experience with non-technical com-
munication. I therefore invite all our members to play a key role 
in training good communication skills to the next generation of 
biometricians.

I would like to end by wishing you a good conclusion of 2020 
and a prosperous New Year! Due to COVID-19, many of us will 
have to celebrate Christmas and New Year differently than we 
are used to, or hoped for, but I hope that we will all be able to 
enjoy the Holiday Season together with our closest relatives and 
beloved ones.

Geert Verbeke
President, IBS

President’s Corner 
Continued from p. 1
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International Biometric 
Conference 
IBC2020 Post Conference Update
IBC 2020 Poster Contest Winners have been announced! 
Congratulations to the following Member and Student Members 
of the society. 

Student Members:

Kuan Liu, ENAR
A Bayesian latent class approach to causal inference with longi-
tudinal data

Ryan Peterson, ENAR
“But what about interactions, are any of those significant?”
Resolving the Collaborative Nightmares of Covariate Interactions 
through Regularization

 
Regular IBS Member:

Paola G. Ferrario, German Region (DR)
A new workflow combining R packages for statistical analysis of 
metabolites

 
Ebun Dosumu, Nigerian Region
Analysis of the Effect of Greenhouse Gas Emission on Rainfall and 
Corresponding Environmental Outcomes in Nigeria

Future International Biometric Conferences
IBC2022
10-15 July 2022
XXXI International Biometric 
Conference (IBC2022)
Radisson Blu Latvija Conference & Spa 
Hotel
Riga, Latvia

IBC2024
Early December 2024
XXXII International Biometric Conference (IBC2024)
Buenos Aires, Argentina

Editorial Update
Biometrics

March 2021 Issue Highlights

The upcoming March 2021 issue boasts an exciting array of 
applied and methodological articles. The Biometric Methodology 
section opens with two discussion papers. The first is by Brian 
Williamson, Peter Gilbert, Noah Simon, and Marco Carone, 
and is entitled: “Nonparametric variable importance assess-
ment using machine learning techniques.” Min Lu and Hemant 
Ishwaran offer a discussion. The second discussion paper is 
authored by Jean Feng, Scott Emerson, and Noah Simon, with 
title “Approval policies for modifications to machine learn-
ing-based software as a medical device: A study of bio-creep,” 
and is discussed by Gene Pennello, Berkman Sahiner, Alexej 
Gossmann, and Nicholas Petrick, on the one hand, and Sherri 
Rose on the other. There are many excellent regular papers, 
such as “Bayesian nonparametric model for zero-inflated out-
comes: prediction, clustering, and causal estimation,” by Arman 
Oganisian, Nandita Mitra, and Jason A. Roy; “Case contamination 
in electronic health records-based case-control studies,” by Lu 
Wang, Jill Schnall, Aeron Small, Rebecca A. Hubbard, Jason H. 
Moore, Scott M. Damrauer, and Jinbo Chen; “Analyzing wearable 
device data using marked point processes,” by Yuchen Yang and 
Mei-Cheng Wang; “A powerful procedure that controls the 
false discovery rate with directional information,” by Zhaoyang 
Tian, Kun Liang, and Pengfei Li; “Adaptive treatment and robust 
control,” by Q. Clairon, R. Henderson, N. J. Young, E. D. Wilson, 
and C. J. Taylor; “Upper bound estimators of the population size 
based on ordinal models for capture-recapture experiments,” 
by Marco Alfò, Dankmar Boehning, and Irene Rocchetti; and 
“Efficient screening of predictive biomarkers for individual treat-
ment selection,” and by Shonosuke Sugasawa and Hisashi Noma.

The Biometric Practice section features articles on “Marginal 
analysis of multiple outcomes with informative cluster size,” 
by A. A. Mitani, E. K. Kaye, and K. P. Nelson; “Testing tumors 
from different anatomic sites for clonal relatedness using 
somatic mutation data,” by Irina Ostrovnaya, Audrey Mauguen, 
Venkatraman E. Seshan, and Colin B. Begg; “Ensemble clustering 
for step data via binning,” by Ja-Yoon Jang, Hee-Seok Oh, Yaeji 
Lim, and Ken Cheung; “Bayesian analysis of survival data with 
missing censoring indicators,” by Naomi Brownstein, Veronica 
Bunn, Luis M. Castro, and Debajyoti Sinha; and “A Bayes factor 
approach with informative prior for rare genetic variant analysis 
from next generation sequencing data,” by Jingxiong Xu, Wei Xu, 
and Laurent Briollais.

Please note that lists of papers to appear can be found at the 
Biometrics website.  Papers to appear in future issues may 
also be found under the “Early View” link at the Wiley website, 
which can be accessed by IBS members by visiting http://www.
biometricsociety.org/, selecting “Biometrics” from the drop-
down menu at the “Publications” link at the top of the page, and 
accessing the “Click here” link.

Transition Between North American Co-editors

With the year 2020 drawing to a close, Debashis Ghosh’s 
(ENAR)  Co-editor term is coming to an end. Debashis has 
served as CE for the years 2018, 2019, and 2020. We whole-
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heartedly thank Debashis for outstanding service to the journal 
and the Society. On January 1, 2021, Debashis will pass the baton 
to William (Bill) Rosenberger (ENAR). His North American 
Co-editor term runs through the end of 2023. The continu-
ing Co-editors are Mark Brewer (British and Irish Region, for 
Europe, until the end of 2021) and Alan Welsh (Australasian 
Region, For Rest of the World, until the end of 2022).

Book Review Editor

Donna Pauler Ankerst served as Book Review Editor over the 
years 2016 – 2018. Brisa Sanchez will have served for 2019 - 
2020. She will be replaced by Chuhsing Kate Hsiao (National 
Taiwan University).  Thanks to Brisa for service to the journal, 
and welcome to Chuhsing!

Social Media

Find us on twitter at @Biometrics_ibs.

The Journal of Agricultural, Biological, and 
Environmental Statistics (JABES)
Greetings everyone,

The December issue of JABES is dedicated to a special issue 
on `` Recent advances in design and analysis of experiments 
and observational studies in agriculture’’.  The special issue was 
organized by Hans-Peter Piepho (University of Hohenheim), 
Robert Tempelman (Michigan State University) and Emlyn 
Williams (Australian National University), and features articles 
reviewing the field and developing new and exciting methods.  
The issue is comprised of the following articles:

• “History of the Statistical Design of Agricultural Experiments” 
by L. Rob Verdooren

• “Substitutes for the Non-existent Square Lattice Designs for 
36 Varieties” by R. A. Bailey, P. J. Cameron, L. H. Soicher & E. R. 
Williams

• “Multi-level Block Designs for Comparative Experiments” by 
Rodney N. Edmondson

• “Do Spatial Designs Outperform Classic Experimental Designs?” 
by Raegan Hoefler, P. González-Barrios, M. Bhatta, J. A. R. Nunes, 
I. Berro, R. S. Nalin, A. Borges, E. Covarrubias, L. Diaz-Garcia, M. 
Quincke & L. Gutierrez

• “The Design of Early-Stage Plant Breeding Trials Using Genetic 
Relatedness” by Brian R. Cullis, A. B. Smith, N. A. Cocks & D. G. 
Butler

• “Optimization of Selective Phenotyping and Population Design 
for Genomic Prediction” by Nicolas Heslot and V. Feoktistov

• “Optimal Design of Experiments for Hybrid Nonlinear Models, 
with Applications to Extended Michaelis–Menten Kinetics” by 
Yuanzhi Huang, S. G. Gilmour, K. Mylona & P. Goos

• “Hierarchical Modeling of Structural Coefficients for 
Heterogeneous Networks with an Application to Animal 
Production Systems” by K. Chitakasempornkul, G. J. M. Rosa, A. 
Jager & N. M. Bello

• “Pseudo-Likelihood or Quadrature? What We Thought We 
Knew, What We Think We Know, and What We Are Still Trying 
to Figure Out” by Walt Stroup and E. Claassen

• “Modeling Crop Phenology in the US Corn Belt Using Spatially 
Referenced SMOS Satellite Data” by Colin Lewis-Beck, Z. Zhu, 
V. Walker & B. Hornbuckle

• “Linear Variance, P-splines and Neighbour Differences for Spatial 
Adjustment in Field Trials: How are they Related?” By Martin P. 
Boer, H.-P. Piepho & E. R. Williams

• “Adjusting for Spatial Effects in Genomic Prediction” by Xiaojun 
Mao, S. Dutta, R. K. W. Wong & D. Nettleton

For more information on upcoming issues, the editorial board, and 
the aim and scope of the journal, please visit our website http://link.
springer.com/journal/13253. We also accept submissions of books 
to review in the upcoming issues of JABES; to submit a book for 
review, please see the above website (click on “Editorial Board”) or 
contact Eleni Matechou (e.matechou@kent.ac.uk).

Please follow us on Twitter:  @JabesEditor.

Brian Reich, Editor in Chief

Software Corner
Overview of the software for species distribu-
tion modelling 
Emy Guilbault1 & Ian Renner1

1School of Mathematical and Physical Sciences, University of Newcastle, 
Callaghan, NSW, Australia.

Species distributions models (SDMs) are valuable tools in eco-
logical statistics. They integrate environmental information and 
species data to predict where species can be found and at what 
density. SDMs allow users to study species distributions and 
community compositions in space or (in some cases) time and 
to understand the habitat conditions suitable for a species. Many 
tools exist to fit these models for a range of data types, modelling 
assumptions, and algorithms. These tools also vary in terms of the 
user’s control over the model implementation.

1 Multiple tools of various formats

Species distribution modelling (also abbreviated SDM) has 
become very popular in the last 15 years. Over that time, various 
platforms have emerged:

• Web based platforms with user friendly interfaces, including 
Biodiversity and Climate Change Virtual Laboratory (BBCVL) 
and ecocloud

• Software with limited coding: Bioclim (CSIRONET computer 
network) [3], Domain [4], Maxent, GARP, ModEco (under 
development), DIVA-GIS, Biomapper and SAM (GIS tools), 
OpenModeller (and web service interface), MARK, PRESENCE.

• Software with coding: R
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Although not exhaustive, Ahmed et al. [2] and Norberg et al. [6] 
cover some of the most popular tools for species distribution 
modelling. Most modern tools for fitting SDMs are now open-
source or postcardware (Biomapper). Various programming lan-
guages underlie modern SDM tools, including C++ (OpenModeller, 
GARP), both C++ and Python (GIS software), R and Python 
(ecocloud) or JAVA (Maxent, DIVAGIS). Python does not include 
many standalone packages for SDMs, while R has dozens. One 
python-based toolbox for SDM to note is SDMtoolbox2.0, which 
can run multiple GIS features in the geographical platform ArcGIS 
and works as a complement to Maxent. Occupancy models can 
also be run in Bayesian statistical software such as WinBUGS, 
OpenBUGS and JAGS. Many R packages use C++ or python to 
improve computational efficiency (TMB, ADMB, Rcpp).

Some SDM software and interfaces may be considered “black 
boxes” because users cannot control certain aspects of 
model implementation. For example, Biomapper, Domain, and 
OpenModeller provide limited user control. The communication 
between multiple systems, for example Maxent and R, also gives 
more independence to the user. However, the main choice facing 
someone interested in fitting a SDM is based on three key fea-
tures: the type of species data, the desired model and algorithm, 
and the aim and coding abilities of the user.

2 Input information: What data type do I have?

SDMs make use of environmental and species data. Environmental 
layers may come in various formats, including shapefiles, rasters, 
images (e.g. TIFF), data frames, and polygons, as long as they give 
feature information across a space of interest. Some tools such as 
BBCVL and ecoclouds have readily accessible environmental data. 
Others allow external sources to be imported (R, OpenModeller, 
Diva-GIS).

Sources of species data usually reflect the observation process 
or the protocol used. Here, we will focus on the most com-
mon types. Presence-only (PO) data represent collections of 
coordinate locations of species observations, whether made by 
specialists or not. For presence-absence data (PA), the locations 
are fixed and the data consists of detections and non-detections. 
Similarly, occupancy data consist of a history of detections and 
non-detections over numerous visits to PA sites. Abundance data 
include counts or biomasses of species at various sites.

Most PO SDMs require the use of background or pseudoabsence 
points. Many tools can generate them automatically (BBCVL, 
Maxent, Modeco, R). The choice of the number and locations of 
these background or pseudo-absence points has been the subject 
of much research, with some general guidance available in Renner 
et al. [8].

To summarise the software options for various data types:

• Software for PO data only: Bioclim, Domain, DIVA-GIS, GARP

• Software for PO/Pseudo-absence, PA or Presence-background 
data: BBCVL, Maxent, OpenModeller, Biomapper, SAM

• Software for PO or PA or abundance data: Modeco

• Software for occupancy data: MARK, PRESENCE

• Software for any type of data: R

Regardless of the nature of the species data, the underlying 
distribution of individuals for a species can be thought of as a 
spatial point process. Point process models (PPMs) can be used 
to estimate the spatial trend as a function of environmental and 
other factors. There are many R packages which can fit PPMs and 
incorporate extensions useful for complex ecological datasets 
(spatstat, ppmlasso, inlabru). 

Another consideration is the number of species being modelled. 
Most tools are designed for single species distribution modelling. 
There are many R packages to perform species distribution 
modelling that are popular for ecologists (biomod, dismo, sdm, 
zoon, ecospat, spatstat, r-inla, inlabru). Other R packages allow for 
modelling multiple species at the same time. This can be done via 
mixture (SpeciesMix), joint (gjam gjam, boral), or stacked mod-
elling (SSDM), pooled species (multispeciesPP) or hierarchical 
modelling (HMSC in R and matlab). Models that integrate multiple 
species provide insight into community composition. The predic-
tions from these models can be used to infer species interactions 
via shared environmental response or residual co-occurrence 
patterns [7]. A performance analysis of the aforementioned and 
other SDM methods for multiple species is in Norberg et al. [6]. 
As an alternative, community level models (CLMs) may be used to 
infer community patterns through various R packages [5].

3 Model: What method do I use?

A summary of various SDM tools and the corresponding data 
types and models they fit is here. The most common methods 
are: Artificial Neural Network (ANN), maximum entropy, climatic 
envelope, Support Vector Machines (SVMs), generalized linear 
models (GLMs), classification trees, Ecological Niche Factor 
Analysis (ENFA) or niche modelling, Simultaneous Autoregressive 
Modelling (SAR), Conditional Autoregressive Modelling (CAR) or 
Moving-Average Modelling (MA), Random forests, and occupancy 
models. While these approaches are distinct, they often produce 
similar results. Readers interested in greater detail are encour-
aged to explore the associated journal articles and documenta-
tion for various SDM tools to see explicit descriptions. 

Modeco, OpenModeller and some R packages biomod2, care-
tEnsemble, ensembleR, SSDM, SuperLearner can support models 
fitted with multiple algorithms at the same time for comparison 
or combination via ensemble models.

Other considerations are the nature of the output of the SDM. 
While each tool is capable of producing a map displaying relative 
patterns of species distributions, the interpretation may differ, 
largely dependent on the data type. Many PO methods output 
maps of intensities of records, while others such as Maxent may 
report quantities related to probabilities of presence. Occupancy 
models predict probabilities that sites are occupied by the species 
of interest, while models based on abundance data may output 
maps of predicted density of the species.

One important consideration not covered in this overview is the 
availability of tools to assess model performance across different 
dimensions such as prediction or extrapolation or diagnostic 
tools to assess underlying model assumptions. These consid-
erations may be important in choosing software and choosing 
among various models fitted by chosen software [1, 6].
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4 Does it fit my purpose?

4.1 Modern ecology modelling

In recent years, new SDM methods or new ways of implementing 
SDMs have been developed to accommodate challenges raised 
by real ecological data sets such as variable data quality, sampling 
bias, measurement error, duplicate locations, and degraded spe-
cies identification. However, most interfaces or software cannot 
integrate such features directly.

The BBCVL platform can accommodate different record weight-
ing to particular observations using weighted response weights. 
Maxent allows users to input a bias layer to correct for the data 
sampling and discard redundant records in the same cell. R is the 
most flexible tool to accommodate real ecological aspects by 
direct coding or the use of built-in functions in packages. Packages 
like inlabru provide tools to accommodate distance sampling and 
variable detection probability. The Rinla and inlabru packages have 
become increasingly popular in the last couple of years because 
of their user-friendly platform, the multiple tutorials available and 
the flexibility to integrate real ecological considerations in the 
model. Ppmlasso incorporates lasso-type penalties to prevent 
over-fitting and select covariates in a data-driven way. Unmarked 
incorporates observation errors via imperfect detection. The 
package allows users to model false positive, false negative and 
certain/uncertain detections. Occupancy modelling software such 
as MARK and PRESENCE accounts for inhomogeneous detection 
probabilities.

There is a growing demand for SDMs that capture dynamics of 
species distributions through time. Most of the software pre-
sented cannot drive multi-year models and extensively model 
the processes leading to species distribution changes from one 
year to another, such as colonization, extinction, migration and 
dispersal. Packages that do allow for spatio-temporal or dynamic 
modelling include MARK and PRESENCE, as well as various R 
packages (r-inla, HMSC, stocc, unmarked).

4.2 Virtual species and simulation

Simulation plays an important role in the development of species 
distribution modelling methods. It is useful to explore the conse-
quences of specific survey methods or observations via the sam-
pling process, and permits investigation into the effects of various 
distribution patterns, dynamic changes, environmental covariates, 
and processes on the observed patterns. However, most data sets 
included with software packages are from real data collections.

R offers various packages helpful to perform simulation, such 
as spatstat. MARK also provides capacity for simulations. Virtual 
species may be generated from software allowing a researcher to 
study the impact of methodological and habitat-related aspects 
on the observation patterns and model predictions. For reluctant 
coders, the R packages SDMvspecies and virtualspecies may be 
used to generate virtual species. The first creates virtual species 
distribution from four different methods (niche synthesis, the pick 
mean method, the pick median method, and the artificial bell-
shaped response method). The second uses the environmental 
response function or suitability via principal component analysis 
to simulate PA or PO data.

Some alternatives exist such as NicheA that allow exploration of 
virtual species and the niche distribution scenarios under various 

conditions. NicheA is a JAVA platform that makes use of some 
R libraries.

5 Perspectives

SDM tools are nowadays very widespread among ecologists, 
but the numerous software options and the required coding 
ability and understanding of such platforms can be intimidating 
for beginners. In time, new methods will surely be developed to 
accommodate new challenges raised by data, but the important 
aspects to consider before fitting SDMs will remain the type of 
data, the desired modelling method, and the purpose of the analy-
sis. A better understanding of the underlying modelling processes 
are the key to more realistic and accurate SDMs.
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STRengthening 
Analytical Thinking for 
Observational Studies 
(STRATOS)
Glossary Panel (GP) - Defining common mean-
ing for statistical terms
Martin Boeker (1) Patrick Tippmann (1), Simon Day (2), Marianne 
Huebner (3), Willi Sauerbrei (1)

(1)Institute of Medical Biometry and Statistics, Faculty of Medicine 
and Medical Center - University of  Freiburg, Germany

(2)Clinical Trials Consulting & Training Limited, North Marston, UK

(3)Department of Statistics and Probability, Michigan State 
University, EastLansing, MI, USA

The ‘Glossary Panel’ of the STRATOS Initiative has two overar-
ching objectives: (1) unification and harmonization of statistical 
terms and their definitions, thus creating a conceptual foundation 
for the work in the STRATOS initiative and the resp. dissemination 
of guidance, and (2) open access to this glossary for the scientific 
community. For discussions within or between Topic Groups deal-
ing with specific statistical themes, having one glossary of relevant 
statistical terms will promote consistency between guidance doc-
uments, clarify meaning of these terms, and help avoid misunder-
standing and misinterpretation.

For many common statistical terms we decided to use the rel-
evant terms from The Dictionary for Clinical Trials [1] as the 
starting point. Several members of GP selected about 700 (out 
of nearly 3000) terms from this comprehensive dictionary. Later, 
we extended the dictionary with about 100 terms from NICE [2]. 
These terms may need some modifications, and it is intended that 
each topic group adds terms relevant in their area. The two sourc-
es have clinical backgrounds, and each topic group may have other 
relevant specific statistical terms which are not clearly defined. 
For example, missing definitions of terms, multiple definitions of 
the same term or multiple terms for the same concept are con-
sequences that arise due to underrating the importance of initial 
data analysis (IDA) [3]. Other glossaries with statistical terms 
exist[1], see [4] as an example. In order to extend the number 
of terms in the STRATOS glossary, we would be very pleased to 
collaborate with these glossary projects and would welcome their 
members to join the Glossary panel.

The approach is to first extract the existing terms and defini-
tions from the two resources and transfer them to a database. 
Individual terms can then be edited and added via a web-based 
user interface, which allows multiple editors to work on the same 
terms in parallel, so that the content can be harmonized. A team of 
experts clarifies terms and content in conjunction with members 
of STRATOS topic groups and panels. In a controlled editorial pro-
cess, the existing concepts are reviewed. The group of editors may 
suggest various changes that affect the textual description of the 
terms or the term label. They may also suggest the introduction of 

new terms to or deletions from the glossary. Care must be taken 
to ensure that terms and definitions are consistent throughout 
the glossary. Definitions for the STRATOS glossary should find the 
broadest possible approval among scientists in our field to ensure 
acceptance and usage by the scientific community.

Intermediate objectives for the STRATOS Glossary are to create 
a terminological foundation that is as complete and consistent 
as possible, based on the objectives of STRATOS. The long-term 
aim for the Glossary panel is the development of a terminology 
covering the linguistic variability and hierarchical relationships of 
statistical terms so that users can search systematically for appro-
priate definitions.

While terminologies pertain to the use of human language, the 
ultimate goal of current conceptual definitions should be the 
machine-processable or -interpretable format of a so-called 
ontology. The original linguistic identifiers and definitions only play 
a subordinate role in an ontology, rather the meaning of the types 
or classes is defined by the hierarchical relation of the classes 
among each other and especially by the relationships of instances 
in the classes to each other. Such a description-logic based axioma-
tization is then readable and interpretable in software applications. 
Ontologies can be used consistently for the machine-interpretable 
annotation of scientific data, so that the semantics of these data 
can be preserved and used in an interoperable way.

In contrast to the biomedical domain, only a few ontologies are 
available, [2][3][4] covering statistical concepts [5,6]. With the 
advance of open data, it has become obvious to a larger commu-
nity that formal descriptions of statistical and scientific matters are 
urgently needed for metadata description of data in very different 
scientific fields [7]. Based on existing ontologies, the coverage 
of statistical concepts should be extended while consistency 
between concepts is maintained. We hope that this initiative will 
be able to stimulate discussions and interest among many partners 
from the relevant methodological disciplines for active support 
and collaborations.

The panel is presently chaired by Martin Boeker and Marianne 
Huebner, members are Willi Sauerbrei, Carsten Oliver Schmidt 
and Peggy Sekula.  
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Region News 
Australasian Region (AR) 
http://www.biometricsociety.org.au/about.html 
IBS-AR President

Alan Walsh (Australian National University) was elected as 
President on the regional council for 2019-2020. As 2020 draws 
to its tumultuous end, Alan is stepping down with Vanessa Cave 
(AgResearch) taking over as President in the new year. 

Over the past two years, Alan has done an excellent job, including 
highlights such as being a driving force behind the IBS-AR incorpo-
ration, supporting women’s success and rejuvenating the regional 
council. We thank Alan for the work he has done, and welcome 
Vanessa warmly in her new role!

Alan Walsh, President of 
the Australasian Region 
(2019-2020); and 
Vanessa Cave, incoming 
President (2021-2022)

Congratulations to Warren Muller

Citation for Warren Muller written by Alan Walsh

Warren Muller has been awarded  Honorary Life Membership in the 
International Biometric Society (IBS) for his dedicated service to the 
Australasian Region as Treasurer for the last 20 years, and for his 
service to IBS.

Warren was elected Treasurer of the Australasian Region at the 
Regional Conference in Hobart in 1999 and served in this role 
until 2019.  In that role, he has made an outstanding contribution 
to the local region.   In his role as Treasurer for the Australasian 
Region, Warren took care of all the membership details and pay-
ments, following up members for overdue payments, keeping email 
addresses current, and issuing receipts. He dealt with the IBS head 
office in Washington whenever journals went missing or records 
needed fixing. He was involved with the selection and payment of 
student and conference awards. He played a very active role in the 
organisation and finances of the Regional conferences, 10 during 
his tenure, keeping track of registrations, taking all payments, 
returning receipts and producing a financial report for each of 
these.  He organised the registration of the Region as a company 
and obtained an Australian Business Number for the Australasian 
Region; he is currently involved with setting up incorporation for 
the region, a legal status that limits the financial liability of the com-
mittee and members.   Warren’s work is always meticulous, and 
he has an excellent memory for all the rules and systems used by 
the society.  He is always approachable, pleasant and helpful in all 
his dealings with members.  Australasian Region Council members 
will attest that he has provided calm, measured and wise counsel 
on many matters. The Australasian Region Council has recognised 
that the role Warren filled over the last 20 years will probably 
take two people to handle in future and has redefined the role 
of Treasurer and created the new role of Membership Secretary.

Internationally, Warren served for 2 years as an Australasian 
Region representative on the IBS Council, the predecessor of 
what is now the IBS Representative Council. He also served on 
the Communications Committee for about 4 years in the 2000s, 
and on the Finance Committee in the late 2000s/early 2010s for 
about 4 years, including 2 years as Chair.

Warren has been a successful applied biometrician throughout his 
career.   He is the author/co-author of over 130 articles, covering 
a wide range of applied sciences from ecology, plant biology, animal 
science, horticulture, agricultural research, soil research, tree phys-
iology, marine biology, epidemiology, wildlife research, cell biology, 
botany and food chemistry. Despite the extra work he has to do 
around conferences, Warren has also spoken at most of the IBS-
AR conferences over the last 30 years on the practical applications 
of biometrics to a wide range of applied sciences.

Samuel Mueller (previous President of the Australasian Region) 
commented: “Warren is more than just a treasurer, he’s a treasure 
to our region!” 

Warren Muller, now an IBS 
honorary Life Member 

Regional Conference, Bay of Islands NZ, 29th 
November- 3 December 2021
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Save the date! The next Australasian regional conference (with 
pre-conference workshops) will be held from Monday 29th 
November – Friday 3rd December 2021 at the Copthorne Hotel 
& Resort Bay of Islands, New Zealand.  For more information, 
contact Vanessa Cave (Vanessa.Cave@AgResearch.co.nz). 

IBS-AR Student Scholarships

To help attract enthusiastic and talented students to career paths 
in biometrics, the Australasian Region offers scholarships for suit-
ably qualified students who intend to undertake a fourth or hon-
ours year of study, or a coursework Masters, in statistics, mathe-
matical statistics, biostatistics, bioinformatics or biometrics. We are 
delighted to announce the winners of this year’s highly contested 
award: Owen Forbes (Masters in Philosophy at the Queensland 
University of Technology) and Jordan Nicholaeff (Honours student 
at the Australian National University). Congratulations!

Biography – Owen Forbes

Following my undergraduate degree in Psychology at the Australian 
National University, I worked for several years as a Research 
Officer at the Research School of Population Health in the areas 
of mental health, ageing and dementia, and epidemiology. I have 
recently started a Master of Philosophy degree under the supervi-
sion of Distinguished Professor Kerrie Mengersen at Queensland 
University of Technology, working on data from the Longitudinal 
Adolescent Brain Study led by Professor Daniel Hermens at the 
University of the Sunshine Coast. This study is unique in the rich 
variety of data being collected on a population in this age group 
(ages 12-17 years), with much more frequent sampling than is 
common for longitudinal studies of population health. I will be 
researching novel methods for analysing complex longitudinal 
datasets, with an applied emphasis on analysing EEG and other 
neuroimaging modalities and relating them to health and distress 
outcomes over time. The initial phase of my project will focus on 
methods for clustering and feature extraction based on EEG data 
from this age group and relating this clustering structure to trans-
diagnostic mental health outcomes.

After completing my postgraduate studies, I am driven to pursue 
a career in biostatistics research and innovation. I aim to work 
across the domains of academic research and entrepreneurship/
innovation to pursue statistical applications in neuroscience. 
Biostatistics applications in mental health and wellbeing, brain 
disease and neurostimulation are all exciting avenues in which I 
believe great strides will be made in the coming decades. I intend 
to position myself with a unique skill set, having strong founda-
tions in biostatistics and data science as well as content-specific 
knowledge in the cognitive sciences, to craft a career advancing 
biostatistics research to take on challenging and important prob-
lems in the world.

Owen Forbes, IBS_AR Student 
Scholarship recipient 

Biography – Jordan Nicholaeff

Jordan grew up in the lower North Shore of Sydney, moving down 
to Canberra in 2017 to attend the Australian National University. 
Pivoting to a focus on statistics in the latter half of his bachelor’s 
degree, he chose to pursue further study of the discipline with a 
honours year in 2020. 

At the undergraduate level, his study has primarily been focused 
on mathematical statistics, whilst his current research interests 
and the focus of his thesis is on asymptotic distributions of penal-
ised maximum likelihood estimators. 

Outside of academia, Jordan can be characterised as a cheerful, 
energetic individual. He has always been a passionate football 
player and follower, in addition to an avid supporter of basket-
ball and rugby union. His time in Canberra has been by a strong 
involvement in his college community, Bruce Hall, having spent a 
third and final year there in 2019. In his spare time, he likes to do a 
lot of things he lacks talent for: cooking, swimming, cycling around 
Lake Burley Griffin and making people laugh. His all-time favourites 
reading list is dominated by Michael Lewis and Irvin D. Yalom. He 
hopes to become a competent surfer one day.

 

Jordan Nicholaeff, IBS_AR 
Student Scholarship recipient

Rina Hannaford

British-Irish Region (BIR) *NEW* 
www.bir.biometricsociety.org 
Advances in Survival Analysis, online, 22nd September 2020

The “Advances in Survival Analysis” meeting held on September 
22nd was the first British and Irish Region (BIR) meeting to be held 
online and was a successful new foray for the regional society into 
webinars. With the ongoing coronavirus pandemic the region has 
decided to make all online meetings free to access for 2020 (and for 
the foreseeable future). With 219 registrations this meeting prom-
ised to be one of the largest regular meetings hosted by the BIR.

The first talk was given by Camille Maringe (of the London School 
of Hygiene and Tropical Medicine). Camille spoke on methods for 
measuring explained variation in excess hazard models. In the setting 
of multivariable modelling of excess hazards of death in a popula-
tion-based cancer registry there are few tools available to check 
accuracy of predictions. Camille introduced the ranks explained 
metric as a measure of variation explained by a given model, and then 
extended this concept to the relative survival setting. Camille dis-
cussed an extension whereby the ranks explained contributions are 
weighted by the probability that the failure is of the cause of interest.
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The second speaker was Francesca Gasperoni from the MRC 
Biostatistics Unit, University of Cambridge. Francesca presented 
a Semi-Markov multi-state model with a nonparametric discrete 
frailty as an approach to the identification of clustering. Her appli-
cation was to a heart failure clinical administrative dataset from 
Lombardia, with follow-up of patients recording repeat hospital 
admissions, discharges and death as outcomes. The aim was to 
detect patterns of clustering structure among hospitals contribut-
ing data to the study. The developed methodology is implemented 
in the R package discfrail.

The final speaker of the session was Paul Lambert (of University 
of Leicester and Karolinska Institutet, Stockholm). Paul discussed 
the use of reference adjusted and standardised all-cause and crude 
probabilities as an alternative to the presentation of net survival 
in population-based cancer studies. Issues around the incorrect 
interpretation of net survival estimates in the media are common 
as survival estimates are in the hypothetical situation where it 
is not possible to die from causes other than the cancer. Paul 
showed how the use of reference adjusted and standardised all-
cause and crude probabilities are easier to interpret yet still allow 
fair comparisons between populations. The methods developed 
are implemented in the Stata package standsurv.

Audience participation was good with a number of questions 
fielded following each talk. Overall, the meeting was deemed very 
successful.

Advances in statistical genomics, online, 28th 
October 2020

The idea behind this scientific meeting was to present statistical 
advances in the field of genomics. The recent technological inno-
vations in genomics have enabled researchers to obtain reliable 
data, increasing the statistical methodologies and computational 
techniques that are available to practitioners, statisticians, bioinfor-
maticians, and biologists. Over 50 participants attended the three 
talks of the online (Zoom) meeting in October 2020.

The first of three talks came from Dr John Marioni, University 
of Cambridge & EMBL-EBI, who spoke about the use of compu-
tational models to understand the molecular mechanisms that 
underlie cell fate decisions in normal development and disease of 
mammals. He showed how to combine cutting-edge experimental 
approaches with novel computational approaches to generate a 
comprehensive map of how gene expression varies in space across 
an entire mouse embryo at the 8-12 somite stage of development. 
Unlike previous studies, the cell-specific spatial information was 
taken into account to identify whether specific cell-populations 
were located in the embryo, understand the signaling environment 
to which they were exposed, and how this might impact their 
molecular makeup and their ultimate fate. Finally, John provided an 
insight into current and future challenges with modeling spatial-
ly-resolved single-cell genomics data.

Dr Catalina Vallejos, MRC Human Genetics Unit at Edinburgh & 
The Alan Turing Institute, was our second speaker. Catalina intro-
duced a hierarchical Bayesian model that results in a robust and 
biologically interpretable quantification of variability by taking into 
account the information across cells and genomics features. The 
proposed model can identify epigenetic heterogeneity drivers and 
perform differential methylation and variability analysis between 
pre-specified cell groups. Using real data, she illustrated how to 

characterize epigenetically distinct cell populations and how to 
enable the formulation of novel biological hypotheses on the epi-
genetic regulation of gene expression in early development.

The final talk was given by Dr Maria Secrier from the UCL 
Genetics Institute. Maria’s talk was about mutational processes 
that contribute to the development of cancer, emerge from var-
ious risk factors of the disease, and impose specific imprints of 
somatic alterations in the genomes of cancer patients. She dis-
cussed her current research results about the development and 
progression of oesophageal adenocarcinoma by tracking mutation-
al signatures in large cohorts of whole-genome sequenced human 
cancer tissues. Unlike existing approaches, her method exploits 
the observed genomic signatures and their specific temporal 
dynamics, allowing for early detection of this cancer. She finished 
her talk by showing some unpublished but promising results.

Overall, the three talks gave the audience an excellent insight into 
the current state of statistical genomics. Hopefully, the attendees 
left the meeting with new ideas and enthusiasm for applying the 
methods described to their research questions.

 

Eastern Mederteranian Region (EMR) 
http://www2.stat-athens.aueb.gr/~emribs/ 

The 11 EMR conference will be held over several weeks in April 
2021. The conference will be virtual, and limited in-person atten-
dance will be possible based on regulations and restrictions at the 
conference times. More details to follow soon.

 

Eastern North American Region (ENAR) 
https://www.enar.org

ENAR Officers

ENAR congratulates newly elected Regional Committee (RECOM) 
members Howard Chang (Emory University), Susmita Datta 
(University of Florida), and Jonathan Schildcrout (Vanderbilt 
University). The ENAR membership expresses heartfelt apprecia-
tion to all candidates. We are fortunate to have many outstanding 
members willing to commit time and energy to serve the profes-
sion and organization.

ENAR is also soliciting volunteers for two new roles: members of 
the ENAR social media committee and a Diversity Liaison. ENAR 
social media committee members will serve two-year terms and 
work closely with ENAR’s management team to provide content 
for posting to social media platforms such as Facebook, Twitter, 
and Instagram. Applications for the social media committee can 
be submitted at https://form.jotform.com/203103941804143. The 
Diversity Liaison will promote diversity and inclusion in election 
nominations, educational programs, vendor selection, and other 
areas. Applications for the Diversity Liaison can be submitted at 
https://form.jotform.com/203028648135150.

2021 ENAR Spring Meeting, Virtual Event

The 2021 Spring Meeting of the IBS Eastern North American 
Region, in conjunction with the Institute of Mathematical Statistics 
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(IMS) and sections of the American Statistical Association (ASA), 
will be held 14-17 March as a virtual event.

The scientific program will once again be phenomenal with a wide 
variety of topics, including several on COVID-19, unsupervised 
and supervised machine learning, longitudinal and time-to-event 
analyses, meta-analysis, observational cohort study data analysis 
and causal inference, diagnostic testing, and statistical methods 
specifically for brain imaging, aging and gerontology, opioid policy 
evaluation, microbiome data, criminal justice, cancer trials, and 
wearable devices. There will also be sessions focused on career 
development for junior researchers, communicating statistics, and 
equitable decision-making. The Presidential Invited Speaker will 
be F. DuBois Bowman, Dean of the University of Michigan School 
of Public Health and Professor of Biostatistics. In his talk, titled 
“Statistical Leadership: A Pathway to Innovative Interdisciplinary 
Problem-Solving,” Dr. Bowman will discuss the importance of 
research, science, analytic framing, and interdisciplinary prob-
lem-solving to address large, complex problems facing society such 
as the pandemic and racial injustice.

Dr. Bowman is well known for his methodological contributions 
in brain imaging and mining of massive datasets, particularly in 
Parkinson’s disease, Alzheimer’s disease, depression, schizophrenia, 
and substance addiction. He is an elected fellow of the American 
Statistical Association and the American Association for the 
Advancement of Science and previously served as president of 
ENAR. Dr. Bowman is a recipient of numerous awards, including 
the University of North Carolina at Chapel Hill James Grizzle 
Distinguished Alumni Award, the Morehouse College Bennie 
Trailblazer Award, and recognition among ASA’s 2020 Black 
History Month trailblazers.

A complete listing of the many invited sessions to be present-
ed at the meeting can be found at www.enar.org. In addition, 
the program will feature both full and half-day short courses: 
“The Analysis of Single-cell RNA Seq Data” (Hao Wu and 
Ziyi Li); “Targeted Learning: Causal Inference Meets Ensemble 
Machine Learning” (Mark Van Der Laan and Alan Hubbard); 
“Master Protocols: Tackling Complex Diseases (and COVID-19!) 
with Bayesian Adaptive Platform Trials” (Ben Saville and Anna 
McGlothlin); “Methodological Issues and Strategies for Using Race 
and Measuring Racial Disparities in Statistical Analysis” (Alyasah 
Ali Sewell and Melody S. Goodman); “Functional and Intensive 
Longitudinal Data Analyses for Wearables, Electronic Diaries, 
and Real-time Smartphone Surveys” (Vadim Zipunnikov and 
Jeff Goldsmith); “Statistical Considerations for Phase II Basket 
Trial Designs” (Alexia Iasonos and Kristen Cunanan); and “Case 
Studies in Generating Real World Evidence from Real World Data” 
(Rebecca Hubbard and Yong Chen).

Several tutorials will once again be offered, running concurrently 
with the scientific sessions thanks to the work of the Education 
Advisory Committee (Babette Brumback, Andrea Cook, David 
Fardo, Mithat Gönen, and Therri Usher). Topics include algorith-
mic fairness in practice, Bayesan biopharmaceutical applications 
using PROC MCMC and PROC BGLIMM, how to measure vac-
cine effectiveness, application of Gaussian graphical models to 
metabolomics, integration of genetics and imaging data in scientific 
studies, and reproducible computation at scale in R with targets. 
Additionally, roundtables will allow an opportunity to interact 
with experts and peers in a less formal setting. The roundtables 
also offer a variety of topics, both professional development and 

statistical, including early career mentoring, the NIH grant review 
process, data science programs, running a consulting business, 
being a biostatistician in a medical center, data science in the 
fight against COVID, promoting graduate student mental health, 
scientific leadership, and causal inference in disparities research. 
Roundtables are a great opportunity to interact with some of the 
outstanding ENAR leaders!

ENAR 2021 will feature one virtual pre-conference workshop, 
Fostering Diversity in Biostatistics, which will be chaired by Felicia 
Simpson and Loni Philip Tabb and take place from 11:00am-2:00pm 
ET on Saturday, 13 March and 11:00am-2:45pm ET on Sunday, 14 
March. The Council for Emerging and New Statisticians will hold 
a session on 3:45pm-5:30pm on Monday, 15 March titled “Oh, The 
Places You Could Go: Surprising Careers in Statistics and Data 
Science!” The Career Placement Center will take place through-
out the meeting to offer assistance to those seeking employment.

Special thanks to those who are working hard to help plan the 
ENAR Spring Meeting. Program Chair Howard Chang (howard.
chang@emory.edu) and Associate Chair Yize Zhao (yize.zhao@
yale.edu) led a tremendous effort in crafting the scientific pro-
gram. ENAR is also grateful to the IMS Program Chair Pei Wang 
(Icahn School of Medicine at Mt. Sinai) and the Digital Program 
Coordinator Joshua Lukemire (Emory University) for their efforts.

2021 JSM, Seattle, WA, USA

The 2021 Joint Statistical Meetings will be held in Seattle, 
Washington, USA from 7-12 August 2021. ENAR is fortunate to 
have Mark Meyer of Georgetown University (mjm556@george-
town.edu) be our representative to the Program Committee. The 
theme for the 2021 meeting is “Statistics, Data, and the Stories 
They Tell.”

2022 ENAR Spring Meeting, Houston, TX, USA

The 2022 ENAR Spring Meeting will be held in Houston, Texas, 
USA from 27 to 30 March, 2022 at the Marriott Marquis Houston.

ENAR Webinar Series

Registration and details for ENAR webinars can be found at: https://
www.enar.org/education/. Please contact Sameera Wijayawardana 
(wijayawardana_sameera_r@lilly.com) or Lili Zhao (zhaolili@
umich.edu) if you have suggestions for webinar topics.

 

French Region (RF) 
https://sfb.pages.math.cnrs.fr/asso/ 
Due to CoViD’19, the young biometric researchers’ day “Journée 
des Jeunes Chercheurs en Biométrie” previously planned for April 
2nd  at CNAM (Conservatoire National des Arts et Métiers, Paris) 
was postponed. It was finally included in the joint conference 
organized by the Société Française de Biométrie (French Region 
of the IBS), the “GDR Statistique et Santé”, a research group in 
Statistics and Health, and the BioPharmacy group of the French 
Statistical Society, which took place on October 1st and 2nd  at 
CNAM (Paris) both on site and by visio-conference. The program 
is available on this page: http://gdr-stat-sante.math.cnrs.fr/spip/spip.
php?rubrique59. 
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At this meeting, the biannual Daniel Schwartz prize for the best 
PhD theses in biometry was awarded to Simon Bussy for his PhD 
entitled  « Introduction of high-dimensional interpretable machine 
learning models and their applications » supervised by Pr Agathe 
Guilloux and Dr Anne-Sophie Jannot at Sorbonne Université (Paris 
2019), and to Corentin Segalas for his PhD entitled « Inference on 
random changepoint models: application to pre-dementia cogni-
tive decline » supervised by Dr Hélène Jacqmin-Gadda at ISPED 
Population Health Research Center (Bordeaux 2019).

The council of the French region was remastered. Our new pres-
ident is David Causeur (Agrocampus, Rennes); we thank our for-
mer president Mounia Hocine for her  involvement as president of 
our Society. Pascale Tubert-Bitter (Inserm - Université Paris Saclay) 
is still our secretary (also member of the IBS council) and Pascal 
Wild (INRS, Nancy) our treasurer. Other members are Mounia 
Hocine (CNAM, Paris), Boris Hejblum (Univ. Bordeaux), Robert 
Faivre (INRAE, Toulouse) as elected members, Hélène Jacqmin-
Gadda (Inserm - Univ. Bordeaux) as a member of the IBS council, 
Sophie Ancelet (IRSN Fontenay-aux-Roses) as a representative 
of the SfdS (French Statistical Society) and Cécile Proust-Lima 
(Inserm - Univ.  Bordeaux) as the nominated member of the 
French region in the Channel Network of the IBS.

David Causeur (born in 1970) works on methods and theory in 
the field of statistics with applications in molecular biology and bio-
medical signal analysis. His main interest is the analysis of complex 
high throughput data such as those generated by biotechnologies 
used in genomic experiments. The main focus lies on the handling 
of stochastic dependence in large scale significance analysis and 
estimation of high-dimensional regression models for prediction 
issues. Using latent variable modeling for dependence across 
features due to unobserved confounding effects (e.g. population 
structure or batch effect), the general aim of the research is to 
draw recommendations on the best way to adapt the handling of 
this dependence to the pattern of association with the response.

David Causeur received his PhD in statistics in 1997 from the 
University of Rennes. Since 1997, he has been Assistant and hence 
Full Professor at Agrocampus Ouest, Rennes (University dedi-
cated to biological sciences with applications in agriculture). For 
more than 20 years, he has been a fellow of a CNRS (National 
Center for Scientific Research) research unit (IRMAR, Institute 
of Mathematical Research in Rennes). Since 2004, he has been in 
charge of a master program in Data science for biological data 
in Rennes.

Expected scientific events in 2021

1. The SFB session at the annual conference of “the French 
Statistical Society (SfdS) )(https://jds2021.sciencesconf.
org/,will be held on June 7-11 in Nice. The two invited 
speakers are Catherine Legrand (Univ. Louvain la Neuve, 
Belgium) and David Causeur (Agrocampus, Rennes, France).

2.  The 8th IBS Channel Network conference (regrouping the 
British and Irish, French, Belgian and Netherlands Regions) 
will be held on April 7-9 at CNAM in Paris. (https://
cnc21.sciencesconf.org/). The two keynote speakers will 
be Jeanine Houwing-Duistermaat (University of Leeds, 
School of Mathematics, Statistics Institute) and Mathias 
Drton (Technical University of Munich, Department of 
Mathematics) and the three Invited Sessions are on 

Integrating and analyzing data from different sources, 
Statistical modeling in movement ecology, Infectious dis-
eases.

More information can be found on our website https://sfb.pages.
math.cnrs.fr/asso/

Simon Bussy (right) and 
Corentin Segalas (left),  
winners of the thesis 
award “Prix de thèse 
Daniel Schwartz”  with 
Mounia Hocine  (president 
of the French Region in 
visio) during the joint con-
ference at Cnam, October 
2, 2020.

David Causeur, the new president of 
the French Region.

 

German Region (DR) 
http://www.biometrische-gesellschaft.de/ 

A joint online meeting of German, Polish and Austro-Swiss 
regions, that is the central European network of the International 
Biometric Society (CEN-IBS) together with the German Society 
for Medical Informatics, Biometry and Epidemiology (GMDS) e.V. 
including the 66th Biometric Colloquium was held September 6-9.

The conference was organized locally by Geraldine Rauch and 
her colleagues from the Institute for Biometry and Clinical 
Epidemiology of Charité - Universitätsmedizin Berlin that were 
supported by the participating societies.

The annual conference was opened by the conference president 
Geraldine Rauch and the chairman of the board of Charité - 
Universitätsmedizin Berlin, Heyo Kroemer. Under the motto 
“Bringing Data to Life”, a broad spectrum of topics from the 
fields of medical informatics, biostatistics and epidemiology was 
offered. Despite the Corona crisis, the 400 registered participants 
were offered an attractive program. A total of 356 abstracts for 
lectures and full papers and 64 posters were accepted.  Of these 
accepted contributions, 172 videos were produced and made 
available online in 23 panels. The keynote speeches, a tutorial and 
nine meetings of the working groups took place live as video 
conferences. There was also a virtual panel discussion on career 
opportunities in data sciences. As so-called satellite sessions, 12 
additional topic-specific events and workshops were or will be 
held in the further course of 2020.
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Highlight of the online conference were certainly the five key-
note talks by Susan Murphy (Harvard, USA): Clinical Trial Designs 
for Personalizing Digital Interventions, Xiao Li-Meng (Harvard, 
USA): COVID-19: A Massive Stress Test with Many Unexpected 
Opportunities (for Data Science), Sarah Zohar (Paris, France): The 
day after Covid-19 – Sharing the experience of two embedded clin-
ical trials, raising the questions; if, when and how to restart tempo-
rarily stopped clinical trials?, Peter Bühlmann (Zurich, Switzerland): 
Causal Regularization and Stabilization for Distributional Robustness 
and Improved Replicability, and Hamish Fraser (Providence, USA): 
Can electronic health record systems improve patient care, disease 
surveillance and research in low income countries?

Despite the very short-term conversion of the long planned 
conference to a virtual format, a comprehensive and interesting 
program could be offered. 

Reinhard Vonthein and Geraldine Rauch 

 

Central European Network Meeting

The new junior staff event “Academia meets Industry” was held 
again this year as an online event organized by the Competence 
Center for Clinical Trials Bremen. There were 38 participants. In 
addition to short presentations and discussion opportunities in 
break-out sessions, there was also a “speed dating” session, which 
provided the opportunity for a brief personal exchange between 
professionals and students. This year, we again received consistent-
ly positive feedback on the event and the speed dating was also 
very well received by the participants. In view of last year’s and 
this year’s success, I would be very pleased if the event would be 
continued in the coming years.

Werner Brannath

 

Japanese Region (JR) 
http://www.biometrics.gr.jp/ 

The 2020 Biometric Seminar

The Biometric Seminar entitled “Meta-analysis and network 
meta-analysis” will be held on 19, December 2020. This remote 
seminar will be jointly organized with the Research Center for 
Medical and Health Data Science of the Institute of Statistical 
Mathematics. The lectures cover a wide range of topics including 
an introduction to meta-analysis, present and future of evidence 
synthesis, evaluation of heterogeneity, publication bias, network 
meta-analysis, and individual patient data (IPD) meta-analysis.

The 2021 Annual Meeting of the Biometric Society 
of Japan

The 2021 Annual Meeting of the Biometric Society of Japan 
(BSJ) will be held in May 2021 at the Katsushika Campus of 
Tokyo University of Science, Tokyo, Japan. Two invited sessions 
on an introduction to machine learning and a winner of the BSJ 
Honorary Award will be organized. A tutorial seminar will also be 
organized jointly with Japanese Society of Applied Statistics.

Ikuko Funatogawa 

Meetings:
14-15 December 2020

The 2020 Biometric Seminar

 

The Netherlands Region (BMS-ANed) 
https://www.vvsor.nl/biometrics/ 

Online event: CHALLENGES IN CLINICAL TRIALS 
DURING COVID-19

As BMS-ANed,  during spring or early summer we tend to have 
a seminar where a variety of statistical topics are presented, after 
which we end the afternoon with drinks and discussions. This 
year, unfortunately, we could not have our regular spring meet-
ing. Instead, we enjoyed an online seminar on the challenges in 
non-Covid clinical trials during the Covid-19 pandemic, which we 
organized together with the PSDM, our Pharmaceutical Statistics 
and Data Management daughter organisation.

In Europe alone about 5000 trials were recruiting/ongoing at the 
start of pandemic! Delay, temporary hold, or worse because of the 
pandemic may result in risk of research waste for the coming years. 
Further, data collection, analyses and interpretation of results are 
being hampered by the pandemic, which affects decision making at 
several levels. Both industry and Regulatory Authorities published 
during the early months of the Covid-19 pandemic guidance for 
dealing with the interference that the pandemic had on non-Covid 
trials. Our two keynote speakers discussed these issues:

Kit Roes, who is Professor of Biostatistics at Radboudumc 
Nijmegen but also involved in the statistical methods working 
group of the Dutch Medicines Evaluation Board as well as a 
member of the EMA Biostatistics Working Party started off from 
a regulatory perspective: “COVID 19 impact on ongoing clinical 
trials: the regulatory perspective on methodology”.

Stefan Driessen, Head of Biometrics, Abbott Laboratories,  
President of EFSPI (European Federation of Statisticians in the 
Pharmaceutical Industry), and representing PSDM as Council 
member of the EFSPI, presented examples and problems as 
encountered, for example a cross over study without the second 
treatment period, or the unintended enrollment of Covid-19 
patients. 

Some general problems mentioned were:

–Data collection: missingness due to COVID‐19

– Protocol deviations due to COVID‐19 (incl. SDTM, ADaM)

– Statistical analyses

• How to assess impact on treatment effect evaluation (analysis, 
endpoint)

• Incorporation of pandemic‐related Intercurrent Events 
(change of estimands)

• Assess impact of missingness on power of study: sample size 
calculations

• Document changes in Statistical Analysis Plan and Study Report
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• Changes may necessitate protocol amendments and consulta-
tion with regulatory agencies

All in all we had a very interesting afternoon, and the online format 
was certainly a very good alternative to the live seminar (although 
drinks and discussions after were really missed!).

We are looking forward to the online Autumn meeting, on 
November 20, which will be described in the next issue of this 
Bulletin.

Joanna in ‘t Hout, on behalf of BMS-ANed

The Spanish Region (REsp)  
http://www.biometricsociety.net/ 

The Spanish region of the IBS (REsp) carried out an online ballot 
among its full and associated members to decide on the Society’s 
future name. With a participation of 68.5%, a majority of 56.3% 
members voted for the change of the name from “Sociedad 
Española de Biometría” (Spanish Biometric Society) to “Sociedad 
Española de Bioestadística” (Spanish Biostatistics Society). It is 
important to point out that this decision does not imply a change 
of the standing rules, but a change of the name used to identify 
the REsp in public. As a side effect, you can follow our activities on 
Twitter now on the new account @SEBiostatistics.

Afterwards, a second ballot had to decide the new logo. It was 
carried among all members, including students, 61.5% of whom 
sent their vote. And the winner of this election is: 

 

Western North  American Region (WNAR)  
http://wnar.org/ 

2021 WNAR/IMS/KISS/JR meeting

After needing to cancel the 2020 meeting due to COVID-19, 
WNAR has rescheduled the 2021 WNAR/IMS meeting to be in 
Anchorage, Alaska from 13-16 June 2021.  

Anchorage is Alaska’s largest city and is picturesquely located 
on the Cook Inlet.  The Chugach mountains, multiple national 
parks, and 60 glaciers are all a short drive away.  The WNAR 
conference is held in June, when the long summer days can be 
enjoyed.  Jiaqi Huang (Alaska Department of Fish and Game) 
is the Local Organizer, Yingqi Zhao (Fred Hutchinson Cancer 
Research Center) is the Program Chair, and Laura Saba (University 
of Colorado Anshutz Medical Campus) will be the Chair of the 
Student Paper Competition.  Registration information and other 
details about the meeting available on the WNAR web page www.
wnar.org.

2021 WNAR Student Paper Competition

WNAR sponsors students who enter the student paper competi-
tion. All WNAR-region entrants receive their registration fees and 
banquet dinner ticket for free. Monetary prizes will be awarded 
to the best papers in written and oral competitions. Information 
on the 2021 WNAR Student Paper Competition, registration 
information, and program details for the meeting will be posted as 
they become available: http://www.wnar.org. We look forward to 
seeing you there.

Megan Othus
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Get Connected!

Join the IBS Members Community::

1. Sign in to biometricsociety.org with your existing creden-
tials. Contact us if you need assistance. 

2. Visit your profile to update your personal information 
and edit privacy settings.

3. Click Community in the main navigation and select All 
Communities. Members will see a brand new IBS 
Members community to join.

4. After you join the community, be sure to click on the 
group Settings and customize Email Notifications 
so you can only receive the information you want (real-
time updates, a daily digest, or no emails). You may set your 
preferred email address here as well. 

5. The final step, post an update or topic! This channel is 
for IBS members, the goal is to empower 6,000 colleagues 
worldwide to share their unique perspectives, reach out, 
and connect. It will take some time to cultivate these dis-
cussions organically so we appreciate your patience and 
also your input.

We welcome all comments and feedback about the new website. 
Let us know what you think!

Follow IBS on Social Media!

Twitter @IBSstats

Facebook @BiometricSociety

LinkedIn @International Biometric Society

 

Announcements & 
Upcoming Events
Network and Inter-Regional Activities 
Funding Program
The Deadline for the first half of 2021 has now passed.  You may 
start sending in your applications for Network and Region joint 
activities that are scheduled to start in the second half of 2021 
(July 1 - December 31).  We understand that we might not be 
able to meet in person during this period due to the continuing 
COVID-19 pandemic so we will be accepting applications for joint 
virtual conferences as well. The guiding principle is that the activ-
ity must encourage inter-regional interaction.  Additionally, there 
should be some contribution from the participating regions and 
some general benefit to the Society at large. 

As a reminder, the Executive Board allocates $20,000 in total per 
year to this funding program. Each activity award is subject to a 
maximum of $5,000.  Applications can be submitted twice a year: 
by March 31 for activities that are scheduled to start in the second 
half of the same year (July 1 - December 31) and by September 
30 for activities scheduled to start in the first half of the following 
year (January 1 - June 30). 

All submissions should be sent to Regions@biomet-
ricsociety.org by March 31, 2021. 

Additional details about the submission can be found on the 
IBS Website here: https://members.biometricsociety.org/meetings/
funding-programme 

IBS, IBS Regional and Non-IBS Events and 
Meetings
View the meetings calendar here!
Is something missing? Would you like to add your meeting or 
event to our calendar? If so, please send an email to IBS@biomet-
ricsociety.org with the following information:

1. Event Title

2. Event Description & Location

3. Event Category (IBS Regional Event, IBS Event, Non-IBS 
Event)

4. Event Link

5. Start/End Date
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