
Dear members of 
IBS, It is a real 
pleasure for me 
to address you 
for the first time 
as your IBS pres-
ident. I took over 
from Louise Ryan 
on January 1, 2020 
and I would like to 
start by thanking 

Louise for the efforts and time she has 
put into our society. During 2019 I served 
as president-elect and experienced first 
hand how dedicated Louise has been and 
still is. When I was running for president 
of IBS I thought I knew the society pretty 
well, based on past experiences as com-
mittee member, committee chair, or editor. 
However it was not until last  year, when 
I was part of the weekly conference calls 
with all officers, that I really started to 
appreciate the complexity and diversity 
of our society. Louise has been wonderful 
introducing me, and I am very grateful 
for that. I also would like to thank all the 
other officers. First of all, Brad Biggerstaff 
(WNAR) just finished his term as IBS 
secretary/treasurer. As Louise indicated in 
her contribution in the previous issue of 
the Biometric Bulletin, Brad has developed 
several online tools which will help future 
budgeting much better and accurately, 
both for our society and for our meetings.  
Brad’s successor, Vicente Nuñez Anton 
(Spanish region), has also been part of 
our weekly calls since he was elected last 
summer. I have known Vicente a long time, 
and I look forward to working closely 
with him in the years to come. Finally, I 
would like to thank our colleagues from 
the business office, in particular Peter 

Doherty and Kristina Wolford, who have 
been very helpful to help me with practical 
questions concerning our society. I believe 
that, with the input and support from my 
colleague-officers, I am now well prepared 
to serve IBS for the next two years.

I realize that you all are heavily committed 
and very busy professionals, so I intend not 
to overload you with details. Rather, I want 
to keep my contributions in the Biometric 
Bulletin brief, primarily updating you on 
society-related issues impacting most of 
our members, if not all, and I call upon our 
regional correspondents to submit contri-
butions reporting on regional activities.

My first task as president was to appoint 
or re-appoint members to the various 
committees. As you know, we have six 
standing committees (Award Fund, Budget 
and Finance, Communications, Conference 
Advisory, Editorial Advisory, Education), all 
having ten members and some ex-officio 
members or board liaison members. The 
term of some of the members was end-
ing at the end of 2019. Based on input 
received from the committee chairs and 
regional officers, I have made a proposal 
for re-appointments and new appoint-
ments, which has been approved by the 
Executive Board in the meantime. I was 
very happy to notice that so many of our 
members were willing to take up responsi-
bility.  After all, our society heavily relies on 
its members being willing to participate. 
The new committee  rosters can be found 
on our website (https://www.biometricso-
ciety.org/about/ibs-committees).

Speaking of the website, Louise has ini-
tiated the development of an entirely 
new website for our society. This was 
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From the Editor

Basic Theme - IV 
(Reader’s responses  
are invited)
Continuing with previous basic themes outlined earlier on the 
deeper definitions of Biometry, Biostatistics, Medical Biometrics, 
and the concepts of uncertainties, variability and relativity that are 
invariably encountered in existence and development of all the 
sciences let us focus on the role of;

Inductive and deductive reasoning: Repeating the experi-
ments essentially under the same conditions and keenly observing 

Esteemed colleagues of IBS,

This very first issue of the year 2020 has enthusiasm for inviting 
larger and active participation by the members. The continuity of aca-
demic exchanges of thoughts even from like minded non-members is 
also welcomed. Furthermore, as per their due, the members of IBS 
Executive board, various committee members and other officials are 
especially requested to participate actively, if not regularly, at least 
through their periodic academic contributions to the Biometric 
Bulletin. In this connection we must immensely thank our outgoing 
IBS President Professor Louise Ryan as she had always been respon-
sive in her address to the Biometric Bulletins “President corner” to 
our academic debate throughout the year 2019 and recently assured 
her academic participation continuity as per the availability of time in 
the future also. In accordance with our expectations and estimations 
on an average at least 10 out of a total of 35 plus IBS regional offices 
have some activities to be reported every quarter, but sometimes 
due to delays or non-reporting by the regional correspondents these 
important activities miss circulation. The first President’s corner writ-
ten by Professor Geert Verbeke, has also advised timely reporting by 
IBS regional offices.

To recapitulate, soon after my taking over the responsibility of 
Editorship of the Biometric Bulletin in early 2019, we in anticipa-
tion of cooperation from you decided moving one step forward 
by adding two new proposals. The first proposition was that each 
future issue of the Bulletin, I would propose to express some of my 
own, hopefully thought-provoking but probably biased perceptions 
on broad basic themes. We expected responses from the readers 
whether be corrections, modifications and additional elaborations 
and explanations. The second proposition was focused on initiating 
a new regular Column on Innovations in ‘Agriculture & Forestry’, 
‘Ecology & Environment’ and ‘Biology & Genetics’ and ‘Health & 
Disease’; requiring periodic inputs from dedicated professionals. I 
am personally very much grateful to timely submissions that we 
have been able to publish respectively in each of the four issues of 
the Volume 36 (2019) of the Biometric Bulletin under a new col-
umn ‘Response to the Editor’ for larger circulation. I am sure this 
exercise of mutual but educated dialogue and debate can hopefully 
go a long way in bringing updated clarity on important topics of 
mutual scientific interest.

Ajit Sahai 
Editor Biometric Bulletin

the outcome each time and relating them to derive a fact is the 
system followed in inductive reasoning in science. The body of 
each specific science is full of innumerous principles, where each 
and every single principle is derived mostly on the basis of induc-
tive reasoning. To substantiate this thought process ‘Physics’ is an 
example of ‘empirical science’ or inductive reasoning. Whereas, 
‘Pure Mathematics’ is an example of ‘formal science’, or deductive 
reasoning where the conclusions are derived on the basis of exist-
ing facts, definitions, theorems, and axioms. If inductive reasoning 
helps us in developing the principles that can be generalized, the 
deductive reasoning guides us in generalized decision-making. For 
example the discovery of gravitation theory and thereby framing 
laws for gravitational forces based on objects falling down and 
only down repeatedly and not going left or right; not going up or 
hanging in air and so on; was a difficult exercise following empirical 
science by keenly observing the outcome each time with inquisi-
tiveness. But it should have been termed to be still an easy prop-
osition as compared to applied sciences like health and medicine 
where outcomes in question are not comprehensive, exhaustive, 
mutually exclusive, equally likely and independent.

So we may conclude that the empirical science approach that is 
based on inductive reasoning helps us to determine probability of 
various outcome events that matches with the approach of calcu-
lation and estimation of probability of events exploiting ‘Gaussian’ 
probability distribution. Whereas, predictions in applied sciences as 
compared to pure sciences have to be more dependent on deduc-
tive reasoning with further refinements to be brought-in using 
Bayesian approach. Logic and reasoning domain of all the sciences 
essentially requires continued evidence support.

We the human being gifted with larger or the largest dimen-
sions of grey matter in our head are bound to continue critically 
reviewing and revising our perceived concepts and thoughts from 
crude to refine and that way all the sciences and especially applied 
sciences presumed to lack in attaining perfection at any given point 
of time. Scientific community is fond of developing various models 
to explain the outcome based on the same inductive or deductive 
reasoning or the combination of both. Similarly different decision 
trees are developed to reach the same goal. All the Sciences have 
derived the facts based only on the evidences made available 
from time to time. The exact similar background is for various 
paths in sciences recommended alternatively. To summarize, just 
satisfying ourselves with latest terminologies such as “evidence 
based medicine’ or “evidence based sciences” may be fooling 
and depriving access to the earlier evidences in favor or disfavor 
of any phenomenon. The most recent past evidences in favor of 
some outcome can’t be considered as gold standard sacrificing 
evidences made available in the past history of 50 to 100 years 
or more as the case may be, especially if that have worked well 
earlier and are still working smoothly showing favorable results. 
In such situations neither we have refuted the earlier evidences 
nor claimed an invention but have some refinements. The problem 
here is that for a particular objective or to say for the treatment of 
a disease if a variety of alternatives had been available and are still 
valid today, then how the fashion of today’s choice can be claimed 
to be the best?
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overlooked by our ad hoc Website and Membership Advisory 
Committee which looked at the design, content and flow of 
information for the new website, among other things. I’m very 
grateful that we could count on the expertise of the chair, Jürgen 
Kübler (German region), and all the committee members to 
guide us in this, at moments, quite technical process. We have 
just launched our new website, with most functionality already 
in place. Afterwards the website will be further extended with 
regional mini-sites as a service to our regions, who can use their 
mini-site for regional activities and communication. 

In her first President’s Corner, Louise already touched upon the 
issue of improper conduct at professional meetings or within 
professional associations that had been  reported on multiple 
times, in various contexts. Louise then indicated that, while no 
issues at our meetings had been reported, IBS was taking this very 
seriously and was committed to making sure improper behavior 
is not tolerated within our society. This has been taken further 
and has led to a statement approved by our Executive Board. The 
idea is that participants to IBC or other IBS-organized events, 
and people becoming members of our society will be asked to 
check a box saying that they subscribe to the statement of proper 
conduct. This has already been implemented and can be found on 
the new IBS Website here.  

Link here to: https://members.biometricsociety.org/viewdocu-
ment/ibs-statement-of-professional-condu?CommunityKey=7895
97b5-1df2-4240-9ca5-5de24c4d0508&tab=librarydocuments.

As you may already know, IBC2020 was suppose to be held in 
Seoul (South Korea), July 5-10, 2020. The spread of the COVID-
19 virus has decided otherwise. The IBS Executive Board met on 
March 18 and discussed the global COVID-19 pandemic and its 
implications for IBC 2020, planned for early July in Seoul, Korea. 
Several options were considered but in consideration of extensive 
travel restrictions being imposed by countries all over the world 
and with the health of our IBS community in mind, the board 
decided that the International Biometric Conference should not 
proceed as planned in July 2020. I realize this will come as a major 
disappointment to many. The Local Organizing Committee, the 
Organizing President Louise Ryan, and the Business Office have 
spent a lot of effort to put together a very promising scientific 
and social  program. We had many interesting short courses and 
invited sessions, and we had received over 630 abstracts for con-
tributed presentations. I know that many members were looking 
forward to attending, but the current situation does not allow us 
to proceed as planned. We cannot put the health and safety of our 
members and other attendees at risk. We are currently actively 
discussing alternatives, including online offerings as well as in-per-
son meeting options, most likely for July and August 2021. We will 
provide more information as soon as plans firm up in more detail. 

While IBC2020 currently receives most of our attention, we are 
already in the process of preparing for IBC2022 which will be held 
in Riga (Latvia), July 10-15, 2022. In December 2018 our executive 
director and I had the pleasure to do a site visit, together with 
Krista Fischer and Andrejs Ivanovs, both from the Nordic-Baltic 
region and the main local organizers.  We visited several venues 
and the Radisson Blu Latvija Conference & Spa Hotel was even-

tually selected as conference venue. Also venues for our social 
activities have been visited and a pre-selection has been made. On 
a more scientific note, I’m happy to report that Kerrie Mengersen 
(Queensland University of Technology, Australia) has accepted to 
serve as International Program Chair for the Riga meeting. She 
develops statistical and computational methods for solving com-
plex problems in the fields of environment, genetics, health and 
medicine, and industry, and she has collaborated extensively with 
scientists from various fields. I very much look forward to work-
ing with her and to putting together a scientific program which 
meets the expectations of our membership. 

In the statement I wrote when I was running for this position, I 
promised to reach out to other professional statistical societies.  
A few weeks ago, I talked to John Bailer, the current ISI president, 
and we discussed possible ways of intensified collaboration. As a 
result IBS is currently exploring to organize a satellite meeting to 
the ISI World Statistics Congress which will be held during the 
summer of 2021 in The Hague, The Netherlands. Several other 
options of collaboration have been suggested as well and I will 
take them further and discuss them within our society. In this 
respect I also very much look forward to collaborating with our 
newly appointed ISI-IBS liaison person, Freedom Gumedze from 
the South African region. 

During my term as IBS president I hope to be able to visit many 
of our regions to better grasp and understand the needs of our 
members. I just visited the German region in the context of the 
International Workshop on Advances in Analysis of Longitudinal 
and Clustered Data, organized by the German region at the 
Technical University in Dortmund. In May I will attend the Annual 
Meeting of the Brazilian Region, to be held at the Federal 
University of Santa Catarina in Florianópolis. I very much look 
forward to interacting with our members. I therefore invite any of 
you having specific suggestions concerning the governance of our 
society or suggestions on how IBS can better support your region 
to contact me or any of our contact persons at the business 
office. We may not always be able to offer immediate solutions 
but we definitely will take suggestions into account and we very 
much value your input.

In the meantime I wish you all the best for the chal-
lenging weeks to come and I hope you, your family 
and your friends will stay healthy and safe ! 

President’s Corner 
Continued from p. 1
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Meet Your Business Office 
As we kick off a new year here at the International Biometric Office, we want to introduce you to familiar faces of the IBO. We look 
forward to working with you in 2020.  If you have any questions or comments, you can reach us by email at ibs@biometricsociety.org

Daniel Medina

• Staff support

Peter Doherty, CAE, Executive Director

• Governance and IBC oversite

• Support for officers and Executive Board members

• Accounting and budgeting functions and contract review

• Committee Liaison: Conference Advisory Committee, 
Budget and Finance Committee, Nominating Committee, 
Past Presidents, President/Incoming, President Transition, 
Secretary/Treasurer

Kristina Wolford, Director of Operations

• Operations and workflow management

• Publications support manager (Biometrics, JABES, JSTOR 
and Biometric Bulletin)

• Webinar and e-learning

• IBC abstract and presenter management

• Committee Liaison: Representative Council, Editorial 
Advisory Committee, Education Committee, International 
Program Committee, Local Organizing Committee

Amanda Bignall, Membership and Travel Awards 
Manager

• Communication management

• IBS website content management

• Staff support

• Committee Liaison: Awards Fund Committee, Committee on 
Communications, Social Media Liaison

Starr Ellis Janes, Membership Coordinator

• Liaison to IBS members and membership renewals

• E-blast and member communications

• Database management

• Staff Support
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International Biometric 
Conference (IBC 2020)

 
 
 
20 March 2020 
 
 
Dear Colleague, 
 
The IBS Executive Board met on March 18, 2020 and discussed, amongst other things, the global COVID-
19 pandemic and its implications for IBC 2020, planned for early July in Seoul, Korea. In consideration of 
extensive travel restrictions being imposed by countries all over the world and with the health of our IBS 
community in mind, the board decided that the International Biometric Conference should not proceed 
as planned in July 2020. 
 
The IBS officers, our Program Chair and our LOC Co-Chairs are actively considering various alternative 
options at the present time.  It is likely that there will be some limited online options offered this year, 
and there may be some alternative in-person meeting options arranged for 2021.  
 
Anyone who has already registered for IBC2020 may contact the business office at 
ibs@biometricsociety.org to request a full refund. If any registered members are in a position to simply 
let their university or employer absorb the registration cost, this would be greatly appreciated since it 
will help to offset some of the fairly considerable losses that IBS will incur as a result of the changes. 
 
In the meantime, we wish everyone can stay safe and manage the considerable challenges of these 
troubling times, 
 
Sincerely, 
 
Geert Verbeke, IBS President 
Louise Ryan, IBS Outgoing President and IBC Organizing President 
 
 
 
 
 
 

Save the Date | Future International Biometric Conference (IBC 2022)
XXXI International Biometric Conference - IBC 2022
July 10-15, 2022
Radisson Blu Latvija Conference & Spa Hotel, Riga Latvia
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IBS Awards
Network & Inter-Regional Funding Program - 
Application Information for 2020
Applications for the Network & Inter-regional Funding Program 
are now being accepted for activities that are scheduled to start 
in the first half of the upcoming year of 2021 (January 1 - June 30).  
Applications should be submitted to conference@biometricsociety.org 
no later than September 30, 2020. 

Please keep in mind that:

• You must not have received grant funding from the IBS within 
the past four (4) years (inclusive of IBC2016, IBC2018, or 
during any non-IBC years). 

• Regions or Networks should send their proposal for a 
Network or Inter-Regional activity to the taskforce of the 
Representative Council, using the email: conference@biomet-
ricsociety.org. 

• In general, a Region or a Network can apply for only one 
activity in a single funding round. Deviations from this rule 
need a particular justification.

• Regions or Networks must demonstrate how funded activi-
ties will reinforce links between regions.

To review the full list of guidelines and conditions please visit 
our website: https://www.biometricsociety.org/meetings-events/net-
work-and-inter-regional-activities-funding-progr

Post Conference Update
Tarylee Reddy

The Joint Conference of the Sub-Saharan Network (SUSAN) of 
the International

Biometric Society (IBS) and DELTAS Africa Sub-Saharan Africa 
(SSA) Consortium for Advanced Biostatistics (SSACAB)  was 
hosted by the Biostatistics Research Unit of the South African 
Medical Research Council (SAMRC). The conference was held at 
the SAMRC Conference Centre in Cape Town from the 9th to 
the 11th of September 2019. The final program consisted of four 
pre-conference workshops, two keynote and four plenary presen-
tations, seven special topic session sessions, and 114 contributed 
oral sessions, as well as 33 poster presentations. The sessions at 
the conference related to genomic data, big data analytics, Bayesian 
spatio-temporal modelling, biostatistics capacity development, and 
general statistical methodology. 

The conference committee was a recipient of an IBS grant that 
enabled us to fund the travel for seven outstanding students from 
the region. The list of scholarship awardees is presented below. 

On behalf of the local organizing committee I would like to extend 
my gratitude to the IBS for playing a key role in the success of this 
conference!

Edwin Musheiguza, KCMUC, Tanzania
Mwai Wambui, Wits University, South Africa
Ruth Vellemu, Chancellor College, Malawi
Sheyla Cassy, Universidade Nova de Lisboa, Mozambique
Steven Wambua, University of Nairobi, Kenya
Susan Gachau, University of Nairobi, Kenya
Tefo Baraki, Botswana International University of Science and 
Technology, Botswana

Dr. Tarylee Reddy

Roberta De Vito

It was a very great experience to attend the IBS-IR Inter-Region 
and Network in July in Naples. I was an invited speaker and I 
gave a talk regarding the models (multi-study factor models) I 
developed during my Ph.D. at Harvard University and my postdoc 
at Princeton University. The models considered have a relevant 
impact on nutritional epidemiological data in seven different coun-
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tries, microarray gene expression in 4 different studies, and 12 
brain regions in tissue studies.

Thanks to this award, I have participated for the first time at one 
of the Regional International Biometric Society Conference. 

I really enjoyed the conference and its nice atmosphere that 
fosters both research interactions and collaborations. Both the 
presentations and the interactions with professors and students 
brought me a lot of ideas that came at the right time at this stage 
of my academic life.  In fact, I met several professors (Fulvio de 
Santis and Luca Tardella) from Rome La Sapienza that taught 
me some classes during my bachelor’s and master’s degrees and 
brought me to the statistical world. I knew several professors that 
gave me lots of ideas for future projects and collaborations (Clelia 
Di Serio, and Claudia Angelini). The two plenary sessions with 
the prof. Cecile Proust-Lima and Claudia Angelini were amazing 
and had lots of points of contact with my research, one for the 
joint modeling in longitudinal settings and the other one for the 
joint analysis of the omics data. Also, a special thanks to Professor 
Giovanni Parmigiani who organized the session “Recent advances 
in multi-study analysis of high dimensional data ‘’ and invited me 
as a speaker.

Moreover, Naples was great, the organizers of the conference 
organized everything in all the details, from the lunch and dinner 
(in the magnificent terrace in the hotel of the conference) to the 
excursion (we went to see the catacombs of San Gennaro, an 
experience I will never forget!!!). 

Definitely, I am looking forward to participating in the next con-
ference.

Roberta De Vito
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Editorial Update
Biometrics

June 2020 Issue Highlights

The June Biometric Methodology section includes “Multinomial 
N-mixture models for removal sampling,” by Linda M. Haines, 
“Equivalence of regression curves sharing common parame-
ters,” by Kathrin Mollenhoff, Frank Bretz, and Holger Dette, 
“Penalized survival models for the analysis of alternating recur-
rent event data,” by Lili Wang, Kevin He, and Douglas E. Schaubel, 
“Simultaneous confidence corridors for mean functions in func-
tional data analysis of imaging data,” by Yueying Wang, Guannan 
Wang, Li Wang, and R. Todd Ogden, “An adaptive independence 
test for microbiome community data,” by Yaru Song, Hongyu 
Zhao, and Tao Wang, “Inference in MCMC step selection mod-
els,” by Theo Michelot, Paul G. Blackwell, Simon Chamaille-
Jammes, and Jason Matthiopoulos, and “On Mendelian random-
ization in case-control studies,” by Han Zhang, Jing Qin, Sonja I. 
Berndt, Demetrius Albanes, Lu Deng, Mitchell H. Gail, and Kai Yu. 

Among the papers in the Biometric Practice section are 
“Analysis of secondary phenotypes in multi-group association 
studies,” by Fan Zhou, Haibo Zhou, Tengfei Li, and Hongtu Zhu, 
“Assessing the goodness of fit of logistic regression models in 
large samples: A modification of the Hosmer-Lemeshow test,”  
by Giovanni Nattino, Michael L. Pennell, and Stanley Lemeshow, 
“Predictive consistent prior effective sample sizes,” by Beat 
Neuenschwander, Sebastian Weber, Heinz Schmidli, and Anthony 
O’Hagan, “Designing precision medicine trials to yield greater 
population impact,” by Ying-Qi Zhao and Michael L. LeBlanc, 
“The profile inter-unit reliability,” by Kevin He, Claudia Dahlerus, 
Lu Xia, Yanming Li, and John D. Kalbfleisch, and “Bayesian design 
of biosimilars clinical programs involving multiple therapeutic 
indications,” by Matthew A. Psioda, Kuolung Hu, Yang Zhang, Jean 
Pan, and Joseph G. Ibrahim. 

As always, lists of papers to appear can be found at the 
Biometrics website.  Papers to appear in future issues may also 
be found under the “Early View” program of Wiley. Practically, 
they may be accessed by IBS members by visiting http://www.
biometricsociety.org/, selecting “Biometrics” from the drop-
down menu  at the “Publications” link at the top of the page 
(or simply clicking on the Biometrics front cover image that 
is displayed on the opening portal, on the right hand side), 
and accessing the “Click here to access electronic copies of 
Biometrics” link.

Report of the Editors Highlights

As usual, the March 2020 issue contains as the lead article the 
“Report of the Editors - 2019,” which presents journal statistics 
for 2019.  Some highlights from the Report:

• Biometrics received 653 new submissions to the Biometric 
Methodology  and Biometric Practice sections of Biometrics 
in 2019, plus seven Reader  Reaction articles and three 
Letters to the Editors.  This number of  submissions to 
Methodology and Practice is substantially up from the 608, 
603, and 617 received in 2018, 2017, and 2016, respectively.

• Of the 663 submissions in total in 2019, 468 (70.6%) were 

to Biometric Methodology, compared to 69.9% in 2018, 
74.0% in 2017, 73.4% in 2016,  66.8% in 2015, and 66.7% 
in 2014. So, while the proportion Biometric Methodology 
submissions had gone up to roughly three quarters over 
2016-2017, as opposed to two thirds over 2014-2015, this 
proportion has now been around 70% for two years, which 
implies that we are receiving a slightly higher fraction in the 
Biometric Practice section.  

• The 653 new manuscript submissions came from 41 coun-
tries/districts. The greatest proportion of submissions was 
from the  USA (53.0%); followed by the P. R. China (9.7%), 
Canada (6.6%),  the United Kingdom (4.4%), Australia 
(2.6%), Japan (2.3%), and Germany (2.0%).  Each of the 
remaining countries/districts contributed less than 2.0% of 
the total new submissions. 

• In 2019, Biometrics published 93 Biometric Methodology 
papers and 28 Biometric Practice papers. There were two 
Discussion papers in the Methodology section. In addition, 
a Reader Reaction was published. 

More information is available in the full Report. 

Editorial Board News

Co-Editor Malka Gorfine’s (Eastern Mediterranean Region) term 
has concluded on 31 December 2019. We thank Malka for excel-
lent service to Biometrics! She was succeeded by Alan Welsh 
(Australasian Region) who will serve as Co-editor for the years 
2020 – 2022. At the end of 2020, Debashis Ghosh (Eastern North 
American Region) will conclude his three-year term, so his suc-
cessor must be identified.  We follow the geographical convention 
that has been in place since the inception of the three CE system, 
which dictates that at any time the three CEs are from Europe, 
North America, and locations outside of Europe and North 
America.  Debashis is from North America, so he should be suc-
ceeded by a new CE from that same part of the world. A search 
committee will soon be formed, consisting of Geert Molenberghs, 
Biometrics Executive Editor, Chair (Belgian Region); Debashis 
Ghosh, Biometrics CE (ENAR); Mark Brewer, Biometrics CE 
(British & Irish Region);  Alan Welsh, Biometrics CE (Australasian 
Region); Hans-Peter Piepho, EAC Chair (German Region); and 
two members from the Editorial Advisory Committee, to be 
identified by the Executive Editor and the EAC Chair, and to be 
approved by the Executive Board. The full composition of the 
search committee and the result of the search will be reported 
in a future column. 

Associate Editors (AEs) for Biometrics serve two-year, renewable 
terms that start on 1 July of each year.  Each year, roughly half of 
the AEs have terms ending on 30 June; accordingly, each Spring, 
the Co-Editors review the expertise of the current AEs and 
submission trends with an eye toward possibly bringing on new 
AEs with expertise that is underrepresented or may be lost by 
AE retirements.  The CEs welcome suggestions at any time from 
the IBS membership regarding individuals who may be excellent 
choices to serve as AEs.  Please send suggestions, along with a 
CV or URL where the individual’s qualifications may be found, to 
the journal Editorial Managers, (Ms. Chantal Brodie and Ms. Ann 
Hanhart), at biometrics@biometricsociety.org.  Self-nominations 
will be considered.
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The Journal of Agricultural, Biological, and 
Environmental Statistics (JABES)
The March issue of JABES includes an exciting mix of applied 
and methodological work covering many aspects of agricul-
tural and environmental statistics.  Of particular note is the 
paper “Understanding the Stochastic Partial Differential Equation 
Approach to Smoothing ‘’ by David L. Miller, Richard Glennie and 
Andrew E. Seaton.  In this paper, the authors make important 
connections between the elegant but sophisticated stochastic 
partial differential equation (SPDE) models for geostatistical data 
and the more classical statistical approach of smoothing splines.  
These connections will hopefully provide SPDE users with a 
deeper understanding of the underlying methods, and also lead 
to modeling and computational innovation.

The complete issue is comprised of the following papers:  
“Understanding the Stochastic Partial Differential Equation 
Approach to Smoothing” by David L. Miller, Richard Glennie and 
Andrew E. Seaton; “A Review of Statistics in Palaeoenvironmental 
Research” by Maarten Blaauw, J. Andrés Christen and Marco 
Antonio Aquino-López; “Modelling the Clustering of Extreme 
Events for Short-Term Risk Assessment” by Ross Towe, 
Jonathan Tawn, Emma Eastoe and Rob Lamb; “Distributions 
of Human Exposure to Ozone During Commuting Hours in 
Connecticut Using the Cellular Device Network” by Owais 
Gilani, Simon Urbanek and Michael J. Kane; “A Multiscale Spatially 

Varying Coefficient Model for Regional Analysis of Topsoil 
Geochemistry” by Keunseo Kim, Hyojoong Kim, Vinnam Kim 
and Heeyoung Kim; “Efficient Modelling of Presence-Only 
Species Data via Local Background Sampling” by Jeffrey Daniel, 
Julie Horrocks and Gary J. Umphrey; “Right-Censored Mixed 
Poisson Count Models with Detection Times” by Wen-Han 
Hwang, Rachel V. Blakey and Jakub Stoklosa.

If you have a suggestion for a special issue, we would be 
pleased to hear from you.  We are also keen to publish papers 
that summarize the state of methodological development in 
subject areas for which technological advances are generating 
a demand for new statistical approaches.  If such papers also 
speculate on likely future developments, so much the better.  If 
you feel that you could offer such a paper, or can suggest a topic 
together with possible authors, please let me know.

For more information on upcoming issues, the editorial board, 
and the aim and scope of the journal, please visit our website 
http://link.springer.com/journal/13253. We also accept submis-
sions of books to review in the upcoming issues of JABES; to 
submit a book for review, please see the above website (click 
on “Editorial Board”) or contact Eleni Matechou (e.mate-
chou@kent.ac.uk).

Please follow us on Twitter:  @JabesEditor.

Brian Reich, Editor in Chief

Software Corner
HGLM packages in R: modelling generalized 
linear mixed models and beyond 
Lars Rönnegård (lrn@du.se) 
Youngjo Lee (youngjo@snu.ac.kr)

There are numerous packages for fitting linear, and general-
ized linear, mixed models in R. So what do our packages add? 
Hierarchical generalized linear models (HGLMs) are simply gen-
eralized linear models (GLMs) with random effects. The random 
effects can be included in different parts of the GLM and are not 
necessarily normally distributed giving a large class of models that 
go beyond generalized linear mixed models (GLMMs). In GLMM, 
random effects are only included in the linear predictor of the 
mean and they are always assumed to be Gaussian. In the HGLM 
framework, both fixed and random effects can be included in the 
linear predictors for the variance components and dispersion 
parameters, as well as the mean. An example on crack growth in 
metal specimens are given further below, which we have taken 
from our book Lee, Rönnegård & Noh (2017). Furthermore, 
relaxing the assumption of Gaussian distributed random effects 
gives more flexibility compared to GLMMs. Take a Poisson GLM 
for instance. If we include a Gamma distributed random effect in 
the linear predictor of the mean the marginal distribution for the 
response becomes negative binomial and gives a flexible way of 
modelling overdispersion in count data with a straight-forwards 
inferences of the marginal mean.

We now illustrate HGLM packages using the crack length data 
(available as crack_growth in the dhglm package). Crack lengths 
were measured on a compact tension steel from 21 metallic 
specimens. Growth of crack lengths were recorded every 10,000 
cycles giving up to 12 repeated measures on each specimen. The 
response (y) is increment of crack length in inches, there is a base-
line effect included in the mean part of the model (crack0) and 
we will also include the number of cycles divided by 1,000,000 as 
covariate for the dispersion part of the model (cycle).

A first basic model would be to fit a Gamma GLM. In R syntax 
this is:

data(crack_growth, package = “dhglm”) 

glm(y ~ crack0, family = Gamma(link=log), 
data = crack_growth)

However, this model does not account for the longitudinal nature 
of the data and we can extend the model to a GLMM using the 
hglm package:

library(hglm)

hglm2(y ~ crack0 + (1|specimen), family = 
Gamma(link=log), data = crack_growth)

Now we go beyond standard GLMMs. First, HGLMs allow to model 
dispersion parameters. The dispersion parameter for a Gamma dis-
tribution is the coefficient-of-variation (CV) squared, so by adding 
an effect of cycle we can check how the CV changes over time :
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hglm2(y ~ crack0 + (1|specimen), family = 
Gamma(link=log), disp = ~cycle, data = crack_
growth)

Each part of the model can also be checked using diagnostic plot 
functions included in the package. Furthermore, the conditional 
AIC (cAIC) can be computed which is equivalent to the deviance 
information criterion (DIC) applied in Bayesian statistics (see Lee 
& Noh, 2012). Thereby we can compare models and assess the 
assumptions of the model. It is therefore rather easy to compare 
a number of alternative models.

Figure 1: Crack lengths measu-
red on a compact tension steel 
from 21 metallic specimens 
(Hudak et al. 1978).

HGLMs are further extended to double HGLMs (DHGLMs) by 
allowing random effects in the model for the dispersion parameters. 
In the previous model for the crack growth data specimen was 
included in the model for the mean. Now it is also possible to include 
specimen as a random effect in the model for the dispersion. In chap-
ter 6 of Lee, Rönnegård & Noh (2017) these models are explored 
extensively and a model including specimen as random effect in the 
dispersion does indeed produce the lowest cAIC.  HGLMs also 
allow random effects to fit various temporal-spatial or functional 
models. DHGLMs are further extended to multivariate DHGLMs 
(MDHGLMs), by allowing multi responses with various types. They 
are also extended to survival data, so that various frailty models and 
competing risks models can be fitted. These survival models can be 

fitted jointly with other responses having MDHGLMs. Sparse variable 
selection and multiple testing can be also fitted via random effect 
models. More detailed explanations are available in monographs of 
Lee, Nelder and Pawitan (2017) and Ha, Jeong and Lee (2017).

A one-day course will be given in connection to IBC 2020 in Seoul. 
During this short course, organized by the conference, the partic-
ipants will be introduced to the theory and examples given in the 
book Lee, Rönnegård & Noh (2017). The course includes several 
computer exercises using example data sets. The modelling will be 
executed using R codes with hglm, dhglm, mdhglm, frailtyHL and 
jointdhglm packages. Furthermore, a user-friendly interface with 
manuals for the whole ten chapters of the book will be provided 
putting more emphasis on the modelling rather than the R syntax. 
An overview of a wide range of applications, including Gaussian 
processes, factor analysis, survival analysis and variable selection 
models, based on the HGLM framework will be provided together 
with ongoing future developments.

References

Ha, I.D., Jeong, J. & Lee, Y. (2017) Statistical modelling of survival 
data with random effects. Springer. ISBN 9789811065552.

Lee, Y., Nelder, J.A. & Pawitan, Y. (2017) Generalized linear 
models with random effects. Chapman and Hall/ CRC. ISBN 
9781498720618.

Lee, Y., & Noh, M. (2012). Modelling random effect variance with 
double hierarchical generalized linear models. Statistical Modelling, 
12(6), 487–502. DOI: 10.1177/1471082X12460132

Lee, Y., Rönnegård, L. & Noh, M. (2017) Data Analysis Using 
Hierarchical Generalized Linear Models with R. Chapman and 
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STRengthening 
Analytical Thinking for 
Observational Studies 
(STRATOS)

Introducing the Topic Group on Evaluating 
Diagnostic Tests and Prediction Models (TG6)
Ben Van Calster1,2, Ewout W Steyerberg2, on behalf of STRATOS 
TG6

1 KU Leuven, Department of Development and Regeneration, 
Leuven, Belgium

2 Department of Biomedical Data Sciences, Leiden University 
Medical Center, the Netherlands

Previous issues of the Bulletin introduced the STRATOS Initiative 
and activities of its various Topic Groups. In this note, we intro-
duce the members and activities of TG6 of the STRATOS ini-
tiative, which is concerned with Evaluating Diagnostic Tests and 
Prediction Models. The chairs of TG6 are Ewout Steyerberg and 
Ben Van Calster.

The members of TG6 are renowned international researchers 
in the field of diagnostic and prognostic research. In alphabetical 
order: Patrick Bossuyt (Amsterdam University Medical Center), 
Gary Collins (University of Oxford), Petra Macaskill (University of 
Sydney), David McLernon (University of Aberdeen), Carl Moons 
(Utrecht University), Maarten van Smeden (Leiden University 
Medical Center), and Andrew Vickers (Memorial Sloan Kettering 
Cancer Center). We have natural links with all other topic groups 
in the STRATOS initiative, and specifically with TG2 (Selection of 
Variables and Functional Forms in Multivariable Analysis) and TG8 
(Survival Analysis). 

TG6 aims to produce guidance on methods for the development 
and evaluation of diagnostic tests and prediction models. Recent 
years have seen a spectacular rise in the number of assays, imaging 
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modalities, models and other tests that have been proposed. This 
is likely related to the recent popularity of flexible algorithms, 
including machine learning and artificial intelligence. However, 
reviews have indicated that many model development studies 
use suboptimal methods, that many lab tests and models are 
not properly validated, and that validation studies often do not 
address all relevant issues. In addition, development and validation 
studies for prediction models are poorly reported, which limits 
their usability. Some of the members of TG6 have been active 
in related initiatives like the EQUATOR network (https://www.
equator-network.org/) and published reporting guidelines for 
diagnosis (STARD: Standards for reporting diagnostic accuracy 
studies) and prognosis (TRIPOD: Transparent reporting of a mul-
tivariable prediction model for individual prognosis or diagnosis).

Members of the TG met in 2016 at the first general STRATOS 
meeting in Banff (Canada), followed by the 2018 meeting of three 
TGs (2,6,7) in Leiden (the Netherlands, https://www.lorentzcen-
ter.nl/lc/web/2018/1017/report.pdf), and another great Banff 
meeting in 2019 (http://www.birs.ca/events/2020, including view-
ing of a Grizzly bear). Several important topics were outlined on 
which the TG could focus in further work. 

Recently, the TG has produced a manuscript that gives nontechni-
cal guidance on how to deal with risk groups and risk thresholds 
in the context of prediction models [1]. This work focuses on the 
importance of the clinical consequences that are associated with 
a chosen risk threshold. We also discuss that clinical consequenc-
es are not set in stone but tend to vary across countries, regions, 
and individuals. 

A second nontechnical paper has been produced, in which we 
explain and illustrate the evaluation of risk calibration when 
externally validating a model [2]. We label calibration the ‘Achilles 
heel of prediction’, since heterogeneity between development 
and validation settings coupled with small sample sizes can 
destroy clinical usefulness. Both papers are connected: if a model 
is miscalibrated, which means that risk estimates are incorrect, 
the performance of a model at a chosen risk threshold is affected. 

More topics will be addressed in the near future in the exciting 
area of test and prediction model evaluation, including consid-
erations on sample size for model development and validation 
studies. Moreover, we are preparing an overview of sensible 
approaches to the evaluation of performance in survival models 
in collaboration with TG8. We hope to contribute to bridging the 
gap between theory and practice in this area of medical research.

1. Wynants L, van Smeden M, McLernon DJ, Timmerman D, 
Steyerberg EW, Van Calster B on behalf of the Topic Group 
‘Evaluating diagnostic tests and prediction models’ of the 
STRATOS initiative. Three myths about risk thresholds for 
prediction models. BMC Med. 2019 Oct 25;17(1):192. doi: 
10.1186/s12916-019-1425-3.

2. Van Calster B, McLernon DJ, Van Smeden M, Wynants L, 
Steyerberg EW; on behalf of the Topic Group 6 of the 
STRATOS initiative. Calibration: the Achilles heel of predic-
tive analytics. BMC Med 2019; 17:230. doi: 10.1186/s12916-
019-1466-7, in press.

Region News 
Australasian Region (AR) 
http://www.biometricsociety.org.au/about.html

E. A. Cornish Award Awardees 2019

Established in 2011, the E. A. Cornish award is presented by the 
Australasian Region in recognition of a member’s considerable con-
tribution to biometry and the society. The award is named after Alf 
Cornish, the region’s first Vice President and IBS President from 1956 
to 1957. At the 2019 IBS-AR conference dinner in Adelaide the two 
most recent awardees, Emlyn Williams and David Baird, were named. 
Congratulations!

Photos and videos from the award ceremony are available on the 
IBS-AR flickr page.

Citation for Emlyn Williams written by Kaye Basford and Mario 
D’Antuono.

Emlyn’s efforts and productive outcomes have provided statisticians 
and non-statisticians, researchers and practitioners (from academia 
and industry) with invaluable assistance in efficient experimental 
design and the analysis of data collected from an extensive range of 
experiments. During his illustrious career, Emlyn has:

• Developed the methodology for the “alpha” class of designs 
for use in field,  glasshouse and laboratory experiments and 
subsequently further developed latinized, row-column, spa-
tial and p-rep designs.

• Developed and promulgated three software packages to 
assist users with research and practical application of these 
designs.

• Provided training and education nationally and international-
ly on experimental design and analysis.

• Distinguished himself as a leader, building and mentoring a 
team of statisticians at the Australian National University 
(ANU) which was responsible for providing support to all 
departments and PhD students.

• Continued to contribute to the advancement of biometry 
internationally following his retirement in 2013. Emlyn is 
currently an Emeritus Fellow at ANU and an co-editor on 
the forthcoming special issue in JABES on “Recent advances 
in the design and analysis of experiments and observational 
studies in agriculture”.

Emlyn has been a prolific writer, having published 3 books, 8 book 
chapters, 138 journal articles, and manuals for various versions 
of 3 software packages, as well as editing 39 proceedings. While 
CycDesigN is probably the most well-known of his software packag-
es (with licenses in 18 countries), DataPlus (an effective interpretive 
system currently used in 31 countries) and OutMap (software to 
produce genetic linkage maps) are also widely used. He has collab-
orated extensively nationally and internationally, particularly with 
Nye John and more recently with Hans-Peter Piepho. Emlyn was an 
invited speaker to the IBC in Barcelona in 2018.

Emlyn’s role as a statistical consultant (both within CSIRO and ANU) 
has meant that he has always been user focused with excellent com-
munication skills. His ability to develop innovative statistical solutions 
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either by adapting existing procedures or developing new methodol-
ogy has been outstanding.

As a long-term member of the Australasian Region of the International 
Biometric Society (IBS-AR), Emlyn has made major contributions 
through holding office (at both the international and regional levels), 
organizing meetings (again at both the international and regional 
levels) and serving as Associate Editor of our IBS flagship publication, 
Biometrics. In particular, he has been a member of the IBS Central 
Council, Secretary of the IBS-AR, a member of the Scientific Program 
Committee and Session Organizer for International Biometric 
Conferences and a member of the Scientific Program Committee 
for IBS-AR meetings.

Not only has Emlyn contributed to the IBS, he has contributed to 
the Statistical Society of Australia by being Treasurer of the Canberra 
Branch and Associate Editor of the Australian and New Zealand 
Journal of Statistics. In addition, he has been a session organizer for 
various Symposium and Conferences (e.g. Business and Industrial 
Statistics in Palm Cove, Queensland in 2005 and IBC in Florianópolis, 
Brazil in 2010) and a member of Scientific Program and Organizing 
Committees (e.g. Genstat in Busselton, Western Australia in 2002 
and the Australasian Applied Statistical Conference, Port Lincoln, 
South Australia in 2014).

E. A. Cornish award recipient Emlyn 
Williams (right) pictured with Mario 
D’Antuono.

Citation for David Baird written by Warren Müller and Alan 
Welsh.

David has particular expertise in and has made fundamental contri-
butions to statistical computing.  He is internationally recognised for 
his contributions to the statistical package Genstat which is used 
by over 10,000 scientists around the world.  In particular, he helped 
modernise and ensure the continuing relevance of Genstat through 
introducing greater

functionality and developing new procedures in Genstat.  For many 
years he has had primary responsibility for responding to Genstat 
user questions posted on the Genstat list, and has always done this 
in a timely and thorough manner.

David has demonstrated expertise in experimental design, statistical 
modelling and statistical analysis. Working for AgResearch in New 
Zealand and more recently running his own statistical consulting 
business, David has contributed to a range of critically important 
agricultural and environmental problems including the modelling 
and analysis of biosecurity incursions, plant breeding analysis and the 
analysis of microarray and DGGE data. 

David developed a simulation package and applied statistical theory 
to assess climate variability and the possible effects of climate change 
on New Zealand agriculture. He analysed the climatic data on the 

1998 East Coast drought and prepared a New Zealand Government 
Cabinet paper on this for the Minister of Agriculture. He was a mem-
ber of a team working on the DDT residue problem in Canterbury 
soils, designing and analysing experiments and developing models for 
DDT residues in Canterbury soils and their accumulation in grazing 
ruminants. He developed the NZ Dairy Group’s protocol for DDT 
testing of farms.

David was a member of the Tussock Moth Science Advisory 
Committee, playing a key role in the Operation Evergreen pro-
gramme that successfully eradicated the Whited Spotted Tussock 
Moth from the eastern suburbs of Auckland.  He worked on the 
optimization of the spray programme via a stochastic computer 
model, and the estimation of the population dynamics of the Tussock 
moth. He has also given advice to the New Zealand Government 
on other bio-security programmes including those for the Painted 
Apple Moth, Gypsy Moth, Fall Webworm and Pitch Canker (through 
being on Scientific and Technical Advisory Groups (STAGs) for these 
programmes) and the Gum Leaf Skeletoniser. Pitch Canker is a fungal 
disease that affects many species of pine tree; the other pests are 
moths which are potentially destructive invasive species. The gypsy 
moth is listed as one of the 100 most destructive invasive species 
worldwide.

David has a sustained and ongoing record of service to the 
Australasian Region of the International Biometric Society (IBS-
AR) and to Biometry in the Region.  He was the main organiser of 
the 2001 IBS-AR conference in Christchurch, has been involved in 
the organization of 3 other IBS-AR conferences. He has been the 
President of the Australasian Region (2013-2014) and is the current 
Secretary (from 2016).  He spent 4 years on the IBS International 
Representative Council and Chaired the Strategic Committee for 2 
years.

As part of his commitment to Genstat, David has also had a close 
involvement with many of the Australasian Genstat conferences, 
which commenced in 1988. These conferences evolved into the 
Australasian Applied Statistics Conference, held on even years. 
David’s involvement has continued, most recently as Chair of the 
Organising Committee for the 2018 conference in Rotorua, NZ.

E. A. Cornish award reci-
pient David Baird (left) 
pictured with E.A. Cor-
nish’s daughter, IBS-AR 
President Alan Welsh, and 
past Treasurer Warren 
Müller.

Brazilian Region (RBRAS) 
http://www.rbras.org.br/

The 65th Annual meeting of the Brazilian Region of the International 
Biometric Society will take place at the Majestic Palace Hotel, 
Florianópolis, Santa Catarina, Brazil, May 20-22, 2020. The confer-
ence is hosted and organized by the Department of Informatics and 
Statistics of the University Federal of Santa Catarina. The conference 
theme is “The (bio)statistics in the age of data science”.
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The short courses, conferences and thematic sessions will take place 
in parallel. Some of the conferences and speakers are listed below

Title: How to correct for baseline covariates in longitudinal clinical 
trials? Speaker: Geert Verbeke – IBS Preside

Title: Bayesian Principal Component Analysis With Stochastic 
Search Variable Selection on the Weights Matrix. Speaker: Davide 
Vidotto – Tilburg University

Title: Joint models for longitudinal and survival data: the balance 
between the fast and the unbiased. Speaker: Danilo Alvares – PUC, 
Chile.

Information can be obtained from the website https://rbras65.com.br/

British and Irish Region (BIR) 
http://www.biometricsociety.org.uk

New perspectives on studying the effects of treat-
ment on a time to event outcome

In October 2019, following the BIR AGM, over 50 attendees joined a 
scientific meeting on the topic of “New perspectives on studying the 
effects of treatment on a time to event outcome”. The meeting was 
jointly hosted by the London School of Hygiene & Tropical Medicine’s 
Centre for Statistical Methodology, who kindly supplied the break-
time refreshments. The first of five talks came from Professor Sarah 
Darby FRS, from the University of Oxford, who spoke of her import-
ant work on addressing the challenges of quantifying the benefits and 
risks of cancer treatments, focusing on the use of radiotherapy for 
treatment of breast cancer. While radiotherapy reduces breast can-
cer mortality, there is also evidence that it increases mortality from 
heart disease and second cancers, and Sarah and her group wanted 
to combine these risks and benefits to predict the effect of radio-
therapy on overall mortality. The study combined evidence from 
trials, epidemiological studies and National Cancer Registration data. 
Dr Jonathan Bartlett from the University of Bath was our second 
speaker. Jonathan gave a very clear and thought-provoking discussion 
on the topic of “Causally valid treatment effects from Cox models”. 
The Cox proportional hazards model is extremely popular for ana-
lyzing time-to-event data, and results are typically presented in terms 
of hazard ratio estimates. Jonathan took us through some of the 
literature from recent years which has questioned the causal inter-
pretation of hazard ratios for treatment or exposure effects. He out-
lined how we can use Cox models to obtain estimates of alternative 
effect measures which are causally valid, including a risk ratio or risk 
difference. Dr Clemence Leyrat from the London School of Hygiene 
& Tropical Medicine kept our attention before the break with a talk 
on the hot topic of emulating a target trial using observational data in 
the presence of immortal time bias. The motivation was the need to 
understand the benefits of surgical treatment for non-small-cell lung 
carcinoma. In the absence of randomized trial evidence, Clemence 
and colleagues from the LSHTM Cancer Survival Group used 
observational data, together with clever causal inference methods, 
to estimate the causal effect of receiving surgery within 6 months of 
diagnosis on 1-year survival. The analysis used data from the English 
Cancer Registry linked to electronic health records. Continuing with 
the causal inference theme after the break, Dr Ruth Keogh presented 
ongoing work on estimating causal effects of treatments on survival 
using longitudinal observational data, where treatment status and 
patient characteristics are measured at regular visits. Ruth focused 
on describing the ‘sequential trials’ method, which is an approach 

based on emulating a series of artificial trials within the longitudinal 
data from a series of time origins. Ruth then described the applica-
tion of this approach to data from the UK Cystic Fibrosis Registry 
to study the impact on survival of sustained use of a commonly used 
treatment. The final speaker was Dr Shaun Seaman from the MRC 
Biostatistics Unit, University of Cambridge, who also focused on 
estimation of treatment effects on survival using longitudinal obser-
vational data. Shaun introduced a new method which is based on 
‘structural nested cumulative survival time models’. He explained the 
advantages of this new approach over alternatives, including that it 
allows both binary and continuous treatment variables and irregular 
measurement times. There were many questions from the audience 
throughout and attendees hopefully left the meeting with new ideas 
and enthusiasm for applying the methods described to their own 
research questions.

David Finney lecture

The IBS-BIR co-sponsored the 3rd Annual David Finney Lecture on 
“Statistical Research and its Benefit to Society” which took place at 
the University of Edinburgh on the June 10th, 2019. The speaker was 
Prof Iain Dryden Regional Newsletter, December 2019 6 (University 
of Nottingham) who focused on “Object Data Driven Discovery” 
and the development of modern statistical techniques for analysing 
object data, with wide applications from medicine to linguistics, 
and everything in between. For more details (including a video of 
the lecture) see: https://centreforstatistics.maths.ed.ac.uk/cfs/events/
past-events/3rdfinney. 

Eastern Mediterranean Region (EMR) 
http://www2.stat-athens.aueb.gr/~emribs/

The Israeli Biostatistics Forum, a branch of EMR, held its 6th meeting 
at Tel-Aviv University on the topic: Statistical aspects of enhancing 
replicability in biomedical research. The meeting was organised by 
Yoav Benjamini (EMR President; Tel-Aviv University) and Havi Murad 
(Ex-president of EMR; Gertner Institute). More than 70 participants, 
among them: epidemiologists, physicians and biostatisticians, attend-
ed. It was an honour to host Prof Steven Goodman from Stanford 
University. Steven Goodman is the Associate Dean of Clinical and 
Translational Research and Professor of Medicine and of Health 
Research & Policy. He is co-founder and co-director of the Meta-
research innovation Center at Stanford (METRICS), a group dedicat-
ed to examining and improving the reproducibility and efficiency of 
biomedical research. He spoke about “Statistical methods as social 
technologies: implications for research reform”. One of the points 
raised by Steven were that a researcher should state the level of 
confidence he has on the result achieved in his paper. Other speak-
ers were Ruth Heller who talked about replicability assessment in 
the Cochrane reviews, and Dani Yekutieli who presented ways to 
utilize mata-analysis for prediction of success (both from Tel Aviv 
University). Laurence Freedman (Gertner Institute) expressed his 
opinion about the p-value controversy, and Yoav Benjamini (Tel-Aviv 
University) did the same while responding to the recent NEJM guide-
lines on statistical reporting.  The meeting ended with a discussion 
with the audience about the controversy.9

Eastern North American Region (ENAR) 
https://www.enar.org/

ENAR Officers

ENAR congratulates and welcomes the incoming President-
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Elect Brent Coull, new Regional Committee (RECOM) mem-
bers Emma K.T. Benn, Paul Rathouz, and Pamela Shaw, and 
newly appointed Regional Advisory Board (RAB) members 
Joey Antonelli, Arkendu Chatterjee, Lorin Crawford, Samson 
Ghebremariam, Ana Ortega-Villa, Harrison Quick, Sandra Safo, 
Briana Stephenson, Dandan Xu, and Ni Zhao. We are excited for 
your contributions to the organization! We thank Jeffrey Morris 
for chairing the Nominations Committee and are also grateful 
for the service of our continuing officers, including incoming 
President Mike Daniels, Past President Sarah Ratcliffe, Secretary 
Brisa Sánchez, Treasurer Reneé Moore, and RECOM and RAB 
members. 

2020 ENAR Virtual Spring Meeting, 22–25 March 

The 2020 Spring Meeting of the IBS Eastern North American 
Region, in conjunction with the Institute of Mathematical 
Statistics (IMS) and sections of the American Statistical 
Association (ASA), was held virtually 22-25 March. The meet-
ing was moved online due to the COVID-19 pandemic. Special 
thanks to the 2020 Program Committee Chair Juned Siddique 
(Northwestern University) and Associate Program Chair 
Chenguang Wang (Johns Hopkins), IMS Program Chair Sunduz 
Keles (University of Wisconsin, Madison), Local Arrangements 
Chair Cindy Chen (Vanderbilt University), Digital Program 
Coordinator David Aaby (Northwestern University) and all of 
the committee members—not only for putting together an 
excellent meeting but also for adapting to and developing our 
online platform at the last minute.

The scientific program was once again outstanding with a wide 
variety of topics, including environmental statistics, network 
meta-analysis, microbiome studies, new weighting methods and 
joint modeling in causal inference, interval-censored survival data, 
analysis of electronic health records and large-scale biobank data, 
machine learning, artificial intelligence, and career development. 
The Presidential Invited Speaker was Sharon-Lise Normand, S. 
James Adelstein Professor of Health Care Policy (Biostatistics), 
Department of Health Care Policy in Harvard Medical School 
and Department of Biostatistics in Harvard T.H. Chan School of 
Public Health. Her talk was titled “Medical Product, Healthcare 
Delivery, and Road Safety Policies: Seemingly Unrelated 
Regulatory Questions.”

Several full day and half-day short courses, shorter tutorials, 
and Speed poster sessions were offered and were a resounding 
success despite having to move online! We thank all chairper-
sons, presenters, and attendees for their understanding and 
commitment to making the ENAR Spring Meeting a productive 
and worthwhile event given the circumstances.2020 JSM 1–6 
August, Philadelphia, PA, USA

The 2020 Joint Statistical Meetings will be held in Philadelphia, 
Pennsylvania, USA, from 1-6 August 2020. ENAR is fortunate 
to have Jeremy Gaskins (University of Louisville) be our repre-
sentative to the Program Committee. If you are interested in 
getting involved at the meeting please contact Jeremy at jeremy.
gaskins@louisville.edu.

2021 ENAR Spring Meeting, 14-17 March, 
Baltimore, MD, USA 

Stay tuned for information about the 2021 ENAR Spring Meeting 
at the Baltimore Marriott Waterfront in Baltimore, MD, USA! 

ENAR Webinar Series

Upcoming ENAR webinars include “Spatial Statistics for Disease 
Ecology,” presented by Lance Waller on 24 April 2020 and “The 
Role of Statistics in Transforming EHR Data into Knowledge,” 
presented by Rebecca Hubbard on 15 May 2020. Registration 
and details about upcoming ENAR webinars can be found 
at: https://www.enar.org/education/. Please contact Sameera 
Wijayawardana (wijayawardana_sameera_r@lilly.com) or Lili 
Zhao (zhaolili@umich.edu) if you have suggestions for webinar 
topics.

German Region (DR) 
http://www.biometrische-gesellschaft.de/

Real World Evidence  

The working group Pharmaceutical Research met in Ludwigshafen 
on 29 November 2019. Delegates from large pharmaceutical man-
ufacturers, academia and the independent Institute for Quality and 
Efficiency in Health Care discussed different uses of observational 
studies in drug authorization. 

Causal Inference and Estimands

The working groups Statistical Methods in Epidemiology and 
Statistical Methods in Medicine of IBS-DR and Epidemiological 
Methods of GMDS, DGEpi and DGSMP met in Hamburg on 21-22 
November 2019. Keynote speakers were Vanessa Didelez (BIPS, 
Bremen) on causal inference and Mouna Akacha (Novartis, Basel) 
on estimands. 

Advanced Methods of Sample Size Calculation and 
Re-Calculation 

The second instance of this summer school (see last issue of the 
Biometric Bulletin) was held at Lambrecht 17-19 October 2019. 
IMBI Heidelberg organized and IBS-DR and GMDS sponsored it. 

Reinhard Vonthein

Japanese Region (JR) 
http://www.biometrics.gr.jp/

The 2019 Biometric Seminar

The Biometric Seminar entitled “Adaptive design and its appli-
cation” was held on 14-15, November 2019 at Vision Center 
Tokyo Yaesu Minami-guchi, Tokyo, Japan. This seminar was jointly 
organized with the Institute of Statistical Mathematics and Japan 
Pharmaceutical Manufacturers Association (JPMA). The lectures 
covered a wide range of topics including an introduction to adap-
tive designs, methods used in the oncology area, group sequential 
designs, sample size re-estimation, regulatory documents, and 
actual examples. In total, 136 people attended the seminar.

The 2020 Annual Meeting of the Biometric Society 
of Japan

The 2020 Annual Meeting of the Biometric Society of Japan (BSJ) 
will be held on 15-16, May 2020 at the Katsushika Campus of 
Tokyo University of Science, Tokyo, Japan. Two invited sessions 
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on an introduction to machine learning and a winner of the BSJ 
Honorary Award will be organized. A tutorial seminar will also be 
organized jointly with Japanese Society of Applied Statistics.

Ikuko Funatogawa

Meetings:

15-16 May, 2020 
The 2020 Annual Meeting of the Biometric Society of Japan  
Katsushika Campus of Tokyo University of Science, Tokyo, Japan

Spanish Region (REsp) 
http://www.biometricsociety.net/

The Spanish Region of the IBS (REsp) and the Biometric Section 
of the Portuguese Statistical Society (SBioSPE) strengthened their 
network activities during the past year with a couple of joint ses-
sions at their respective conferences.

In June, Gustavo Souninho and Laetitia Teixeira from the SBioSPE 
took part in the EMR-Portuguese-Spanish Session at the XVIIth 
Spanish Biometric Conference and the VIIth Ibero-American 
Biometric Meeting held in Valencia (see Biometric Bulletin 36 (3)). 
Five months later, on November 9, the SBioSPE organized a joint 
session at the XXIV Conference of the Portuguese Statistical 
Society in Amarante. The invited societies were the Galician 
Society for the Promotion of Statistics and Operations Research 
and the REsp represented by Juan Ramón Gonzalez. The REsp is 
very grateful to the SBioSPE for the invitation.

Both the REsp and the SBioSPE have the strong intention to 
continue collaborating in the near future and consolidating their 
contacts.

Participants of the joint session at the 
conference XXIV Conference of the Por-
tuguese Statistical Society. Second from 
the left: Giovani Silva (SBioSPE), who or-
ganized the joint session; first from the 
right: Juan Ramón González of the REsp.

Western North American Region (WNAR) 
http://wnar.org/

2020 WNAR Election Results

Congratulations to WNAR President-Elect Laura Cowen from 
the University of Victoria, Secretary Megan Othus from the Fred 
Hutchinson Cancer Research Center, and Regional Committee 
Representatives Lisa Brown from Seattle Genetics and Karen 
Messer from the University of California, San Diego.

Special thanks go out to outgoing WNAR Past-President Tomi 
Mori and outgoing Regional Committee Representatives Marco 
Carone and Miguel Marino for their efforts and dedication to 
WNAR. 

We would like to thank all the WNAR members who volunteered 
to be candidates for these offices. WNAR is fortunate to have so 

many talented members willing to dedicate their time and energy 
to WNAR, which makes each election a choice among outstanding 
individuals.

2020 WNAR/IMS meeting

The 2020 WNAR/IMS meeting will be held at the Hilton 
Anchorage in downtown Anchorage, Alaska from 14-17 June 2020.  

Anchorage is Alaska’s largest city, and is picturesquely located 
on the Cook Inlet.  The Chugach mountains, multiple national 
parks, and 60 glaciers are all a short drive away.  The WNAR 
conference is held in June, when the long summer days can be 
enjoyed.  Jiaqi Huang (Alaska Department of Fish and Game) is the 
Local Organizer, Yingqi Zhao (Fred Hutchinson Cancer Research 
Center) is the Program Chair, and Harold Bae (Oregon State 
University) is the Student Competition Chair.  Registration infor-
mation and other details about the meeting will be posted to the 
WNAR site www.wnar.org as they become available.

2020 WNAR Student Paper Competition

WNAR sponsors students who enter the student paper competi-
tion. All WNAR-region entrants receive their registration fees and 
banquet dinner ticket for free. Monetary prizes will be awarded 
to the best papers in written and oral competitions. Information 
on the 2020 WNAR Student Paper Competition, registration 
information, and program details for the meeting will be posted as 
they become available: http://www.wnar.org. We look forward to 
seeing you there.

Megan Othus

Upcoming Events 
IBS Journal Club

The Journal Club is open to all IBS member free of charge. The 
primary purpose of the Journal Club, apart from presenting wor-
thy papers in a more public setting, is to widen the scope for 
understanding these papers and to provide a new networking 
opportunity for IBS members through a regular internet forum. 
All sessions are recorded and are available on the IBS website 
here, http://www.biometricsociety.org/education/video-sessions/. 
To access the recording you must login to your IBS account.

Upcoming Sessions:

16 April 2020 at 15:00 GMT (10:00 AM Eastern Time USA)
“Longitudinal and time-to-drop-out joint models can lead to 
seriously biased estimates when the drop-out mechanism is at 
random”
Speaker: Christos Thomadakis 
Discussant: N/A
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Follow IBS on Social Media!

Twitter @IBSstats

Facebook @BiometricSociety

LinkedIn @International Biometric Society

Follow us on Twitter @IBSstats

 

Join now! It’s easy.

1. Sign up for a Twitter Account

2. Go to the IBS Twitter Page

3. Click on the follow button on the right-hand side of the 
page

4. Sign in - and once again click on the follow button

5. You’re done! Of course, to receive notifications from us on 
your smartphone, you will need to download the Twitter app. 

Already on Twitter? Search for our handle @IBSstats. 

IBS is on LinkedIn!
Join our group, and get connected to colleagues across the globe!  
Did you know that IBS has a LinkedIn Group for biometrics indus-
try professionals? Network with your colleagues instantaneously! 
Post discussions to the group, and get comments/feedback from 
group members on their perspectives or experiences. A great 
benefit of this group is that it’s a very easy and free way to com-
municate with your colleagues who live all over the world.  Being 
connected to the IBS group will allow you to see other connection 
possibilities, as well and broaden your professional network. Join 
our group today by visiting www.linkedin.com and search under 
groups for the “International Biometric Society”.

View all IBS, IBS Regional and Non-IBS Events 
and Meetings 
Is something missing?  Would you like to add your 
meeting or event to our calendar? If so, please send 
an email to IBS@biometricsociety.org with the  
following information,  

1. Event Title

2. Event Description

3. Event Category 
 a. IBS Regional Event 
 b. IBS Event 
 c.  Non-IBS Event

4. Event Link

5. Start/End Date 

Introducing the new 
Biometricsociety.org
We are pleased to introduce the new biometricsociety.org – 
streamlined to deliver a better user experience with tools to 
connect the many regions of the Society. 

Stay Connected – in our current reality, connecting with col-
leagues may be more difficult.  We are pleased to offer a channel 
that can help! Join the new IBS Members Community free of 
charge to send questions, review content from the community, 
access materials specifically archived for this audience, and more. 

How to join the IBS Members Community:

1. Sign in to biometricsociety.org with your existing creden-
tials. Contact us if you need assistance. 

2. Visit your profile to update your personal information 
and edit privacy settings.

3. Click Community in the main navigation and select 
All Communities. Members will see a brand new IBS 
Members community to join.

4. After you join the community, be sure to click on the 
group Settings and customize Email Notifications so 

you can only receive the information you want (real-time 
updates, a daily digest, or no e-mails). You may set your 
preferred email address here as well. 

5. The final step, post an update or topic! This channel is 
for IBS members, the goal is to empower 6,000 colleagues 
worldwide to share their unique perspectives, reach out, 
and connect. It will take some time to cultivate these dis-
cussions organically so we appreciate your patience and 
also your input. 

We welcome all comments and feedback about the new website. 
Let us know what you think!
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