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Newsletter 
 
Get Connected! 
Twitter: https://twitter.com/ASA_SSGG 

LinkedIn: https://www.linkedin.com/groups/12501931/ 
Homepage: 
https://community.amstat.org/sectiononstatisticsingenomi
csandgenetics/home 

 

Announcement 
If you are interested in presenting in a Section on 
Statistical in Genomics and Genetics sponsored 
contributed session, please submit your proposal 
online at 
ww2.amstat.org/meetings/jsm/2021/submissions.cfm 
and choose Section on Statistics in Genomics and 
Genetics as your sponsor. The deadline for 
submission is on April 14, 2021. 
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Upcoming Events 
Please check our website for details. 
(https://community.amstat.org/sectiononstatisticsing
enomicsandgenetics/meetings/upcomingevents)  

 March Webinar 

o Speaker: Dr. Hongzhe Li (Lee) 

(University of Pennsylvania).  

o Data/Time: March 22 at 2 pm ET 

 April Webinar.  

o Speaker: Dr. Jin Zhou (University of 

Arizona) 

o Data/Time: April 25 at 4pm ET 

 May Webinar (Jointly with WNAR) 

o Speaker: Dr. John Marioni (European 

Bioinformatics Institute, EMBL-EBI)  

o Data/Time: May 28 at 1 pm ET.   

 

Message from the Section Chair 
As Section Chair, I welcome our new and renewing 
members to SSGG. It goes without saying that last 
year has changed all our lives due to the Covid-19 
pandemic. This new year brings hope that one day 
we will be able to meet in person again. 

• This is an opportunity to congratulate our student 
paper competition awards led by Chair Elect 
Michael Wu (Fred Hutchinson Cancer 
Research Center) and Ni Zhao (Johns 
Hopkins). It was a competitive pool and I am 
proud of our students. Please see our list of 
awardees below. 
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• We also have new and returning officers and I 
would like to thank them for service to our 
section. They are listed at the end of the 
newsletter. 

• In honor of Women’s History Month, we celebrate 
past and present women who have made 
major contributions to the field of statistical 
genetics and genomics. 

• To better understand our membership and areas 
for growth, we have analyzed our 
membership demographics, and with 
respect to overall ASA membership. 
Summaries and figures are provided in the 
newsletter. 

Finally, I’m very excited about new initiatives started 
by our Executive Committee to engage with our 
members, the need for which has only intensified 
due to our remote work environment. In particular, 
we started a webinar series that is organized by our 
new Member Engagement Committee (MEC) led by 
Dr. Shili Lin (Ohio State University) and a fantastic 
team of statisticians and students in academia and 
industry. Please keep an eye out for webinars this 
year (listed below) and new events that will be 
introduced in the future. Feel free to reach out if you 
have any ideas or want to get involved with the 
MEC. 

Please take care and be safe,  
Katerina Kechris 

Results of the 2021 SSGG 

Distinguished Student Paper 

Competition 
 

We received 30 submissions for the 2021 ASA 
Section on Statistics in Genomics and Genetics’ 
Distinguished Student Paper Competition.  The 
following four winners were selected: 
 
1. Zhenxing Guo, Department of Biostatistics, 

Emory University. "Detecting m6A methylation 
regions from Methylated RNA 
Immunoprecipitation Sequencing" 

2. Jian Hu, Department of Biostatistics, 
Epidemiology and Informatics, University of 
Pennsylvania. "Integrating gene expression, 
spatial location and histology to identify spatial 
domains and spatially variable genes by graph 
convolutional network" 

3. Amanda Brucker, Department of Statistics, 
North Carolina State University. "Association 
Test Using Copy Number Profile Curves 
(CONCUR) Enhances Power in Rare Copy 
Number Variant Analysis" 

4. Yujie Jiang, Department of Statistics, Rice 
University. "CliP: fast subclonal architecture 
reconstruction for cancer cells from genomic 
DNA sequencing data" 

 
Congratulations to the winners!  
 
The competition was co-chaired by Ni Zhao (JHU) 
and Michael Wu (Fred Hutch). In addition, we are 
grateful to the dedicated volunteer judges for the 
competition: Alex Alekseyenko (MUSC), Arnab 
Maity (NC State), Dave Zhao (Illinois), Davide Risso 
(Padova), Donatello Telesca (UCLA), Eric Lock 
(Minnesota), Han Chen (UTHSCH), Jennifer Sinnott 
(Ohio State), Jing Ma (Texas A&M), Jun Chen 
(Mayo Clinic), Jung-Ying Tzeng (NC State), Lynn 
Lin (Penn State), Mengjie Chen (Chicago), Nancy 
Zhang (Penn), Seunggeun Lee (Michigan), Noah 
Simon (Washington), Pei-Fen Kuan (SUNY), 
Xuefeng Wang (Moffitt), Zhigang Li (Florida), 
Zhicheng Ji (Duke), Weiqiang Zhou (JHU), 
Debashree Ray (JHU), Dora Zhang (HKU), Jianxin 
Shi (NCI), Ran Tao (Vanderbilt), Anna Plantinga 
(Williams College), Xiang Zhan (PSU), Liming Liang 
(Harvard) 
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Summary of Section Members 
Prepared by Jongyun Jung 
(jongyun.jung@unlv.edu) and Lin Li 
(ll323@cornell.edu)  
 
We analyzed the SSGG and overall ASA 
membership data as of 02/03/2021 to understand 
the composition of  
SSGG members compared to all ASA members. In 
summary, 91.3% of SSGG members are located in 
the United States, followed by Canada (1.8%) and 
China (0.7%). About 44.2% of the members are 
regular members, 34.6% are student members, and 
11.1% are early career members. When we 
compare the proportion of student members to 
overall ASA members, SSGG has a higher 
percentage of student members (34.6% vs. 26.8%) 
(Figure 1). 
 
In SSGG, about 38.3% of members self-identified 
as White and Asian each, whereas in ASA 47.1% 
and 23.8% of members self-identified as White and 
Asian respectively. Members self-identified as 
African American and Hispanic/Latino/Latina are 
3.0% and 2.5% of SSGG membership respectively, 
which are similar to the overall ASA percentages, 
2.8% and 1.4% respectively. (Figure 2). 
 
For gender distribution (including “Decline to 
Answer” entries), SSGG has nearly equal numbers 
of female (42%) and male (48%). However, in the 
overall ASA membership, 53.4% of members are 
male and 30.5% are female.  
 
SSGG has a relatively higher number of members 
identified as Academic (not student) with 48%, 
compared to 35.6% in the overall ASA membership. 
However, SGG has relatively fewer members from 
business and industry (14%) compared to the 
overall ASA membership (22.1%). For both ASA 
overall and SGG, membership has been increasing. 
 
 
 
 
 
 
 
 

Figure 1. Comparison of Membership Type in 
SSGG and ASA overall 

 
 
 
 
Figure 2. Comparison of Race in SSGG and ASA 
overall 

 

Women in Statistical Genomics and 

Genetics 
Prepared by Swati Biswas 
(swati.biswas@utdallas.edu), Yuehua Cui 
(cuiy@msu.edu), Audrey Hendricks 
(audrey.hendricks@ucdenver.edu), Shili Lin 
(shili@stat.osu.edu), Eric Lock (elock@umn.edu), 
and Anna Plantinga (amp9@williams.edu)  
 
To celebrate Women’s History Month, we are 
highlighting several women who have made 
foundational contributions to the field of statistical 
genetics and genomics. Who are the amazing 
women you know in statistical genetics and 
genomics?  Share your suggestions with us to 
highlight in future newsletters. 
 
Josée Dupuis is a Canadian born statistician 
known for her contributions in both statistical 
genetics research and mentorship. Her 
contributions include development and application 
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of methods for genome wide association studies, 
gene by environment interaction, and identifying 
genes that influence complex disease such as 
diabetes related traits. She is currently Professor 
and Chair of Biostatistics at Boston University. 
Read more about Prof. Josée Dupuis here: 
https://en.wikipedia.org/wiki/Jos%C3%A9e_Dupuis and 
https://www.bu.edu/sph/profile/josee-dupuis/ 
 
Xihong Lin is a Chinese-American statistician 
known for her foundational method development 
and application work in mixed models, rare-variant 
analysis, and scalable statistical inference for 
especially large genetic, genomic, and health data. 
She is currently Professor and former Chair of the 
Department of Biostatistics and Professor of 
Statistics at Harvard University. Read more about 
Prof. Xihong Lin here: 
https://en.wikipedia.org/wiki/Xihong_Lin and 
https://www.hsph.harvard.edu/xihong-lin/  
 
Kathryn M. Roeder is an American statistician 
known for her development of statistical methods to 
uncover the genetic basis of complex disease and 
her contributions to mixture models, semiparametric 
inference, and multiple testing. She is currently 
Professor of Statistics and Professor of 
Computational Biology at Carnegie Mellon 
University. More information can be found here: 
https://en.wikipedia.org/wiki/Kathryn_Roeder and 
http://www.stat.cmu.edu/~roeder/  
 
Elizabeth Thompson is one of the pioneers in the 
development of statistical and computational 
methods for analyzing family-based (pedigree) 
genetic data especially those observed on large and 
complex pedigree structures. Her ground-breaking 
contributions, which include development of Monte 
Carlo methods, paved the path to comprehensive 
analyses of data containing complex dependence 
structures. More information can be found at  
https://en.wikipedia.org/wiki/Elizabeth_A._Thompson, 
https://www.niss.org/sites/default/files/thompson.pdf and 
https://sites.stat.washington.edu/people/thompson/  
 
Helen Alma Newton Turner (1908-1995), an 
Australian statistician and geneticist, was an early 
pioneer in the methodology and application of 
quantitative genetics.  She became a worldwide 
authority on sheep genetics, and was an advocate 
for rigorous measurement and empirical methods to 

improve wool production and quality through 
breeding. She lent her expertise to improve the 
breeding of livestock in several countries around the 
world.  More information can be found at: 
https://en.wikipedia.org/wiki/Helen_Alma_Newton_Turner 
and 
http://www.aaabg.org/aaabghome/HNTbiography.php 
 
Margaret Wu was one of several women 
“acknowledged programmers” working in 
computational population genetics in the 1970s. 
She co-developed and implemented the Watterson 
estimator, contributing both statistical and 
computational expertise. Her tasks included 
“developing estimators for parameter values, 
devising algorithms for statistical tasks, and 
sometimes creating numerical methodology.” Read 
more about Margaret Wu and other acknowledged 
programmers here: Illuminating Women's Hidden 
Contribution to Historical Theoretical Population 
Genetics.  

Section Executive Committee 

ASA SSGG Executive Committee 

Position Name Contact 
Past-Chair Saonli Basu saonli@umn.edu  

Chair Katerina 
Kechris 

katerina.kechris@cuans
chutz.edu  

Chair-Elect Michael Wu mcwu@fhcrc.org  

Section 
Representative 

Iuliana Ionita-
Laza 

Ii2135@columbia.edu  

Secretary Yingying Wei ywei@cuhk.edu.hk  

Treasurer Li-Xuan Qin qinl@mskcc.org  

Program Chair Sündüz Keleş 
 

keles@biostat.wisc.edu  

Program Chair-
Elect 

Lin Chen lchen@health.bsd.uchic
ago.edu  

Communications 
Officer 

Ching-Ti Liu ctliu@bu.edu  

Member 
Engagement 
Committee Chair 

Shili Li shili@stat.osu.edu  

 
If you have something to share with our section or like to 
contribute something to our newsletters, please send it to 
Ching-Ti Liu (ctliu@bu.edu). 
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